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NTDB id 85 BSU 00860 NP 387967.1 AG.D.EGARPLRR QI:IVED LSEINLLIAGH 810
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NTDB id 289 SPD RS10700 WP 001109677.1 AL AMNGYDPEMGARPLRRT QTEVEDKL ELLLJNGI 810
NTDB id 287 SP RS11210 WP 001109712.1 AL ANNGYDPEMGARPLRRT QTEVEDKL ELLLJYGI 810
NTDB id 329 STU RS10020 WP 011225298.1 ;L AJ@GYDIEMGARPLRRT QT VEDKLSELLL[GIN 816
NTDB id 297 STER RS00545 WP 011680614.1 5L AJSUGYDIREMGARPLRRT QT VEDKLSELLL[GGIN 816
NTDB id 1159404 QOR54 RS09785 WP 000020283.1 H)WAED[ENAD] T |2ULey:NA0N:A 4 SR ANSERAA NN ANRE A N Q 815
NTDB id 377 SMU RS09275 WP 002262344.1 ;L AINNGYDIMAEMGARPLRRT QTEVEDKL EL SK 813

consensus [ rrrrnd s D okokok Dl sk koo | * X * % * * >k 5k >k % k K

X non conserved
B similar
>50% conserved



