logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1
1159161 QOR58 RS11165 WP 000728353.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1
1159161 QOR58 RS11165 WP 000728353.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1
1159161 QOR58 RS11165 WP 000728353.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1
1159161 QOR58 RS11165 WP 000728353.1
381 SMU RS09890 WP 002262650.1

consensus

S s ool s TS T AU

GFEYFETPHEATENNEKT

:MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKS IS NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY]

BMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSS NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
BMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSS NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
BMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSS NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSS ASNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
MNNTKSHP.LKWFIPF VI SN

% ok >k ok ok ok sk k ok |k sk k sk k ok sk ok ok 1ok |k sk ok sk >k 5k %k k 3k %k 5k >k 5k %k % k kokokokkokskokokokok Dokokkokk I Ikl 1% EA NN
SRR, L SRorslsSF N ke VTR A AL BV A
REABRBXLL spEYrMELHuNe BELLQVX <Dl L Vol By SNAVURLTVS

D

YYNYDS SQEK KSEDGLG MEEGSGVIYKK [eBBIAY
% % 5 5k % k %k % * kokokokokokskok kokk DL LD Pk DL L 1D 1

A S T A

KVKNVAEFGDSSKLTVGETAIAIGSPLGS YANTVTQGIVSSLERNVSE SEDGQTI TAIQTDEA
TEFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA
TEFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA
TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA
TEFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA
TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA

PG ). FA

INPGNSGGPLINIQGQVIGITSSKIATHS GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
INPGNSGGPLINIQGQVIGITSSKIATHES GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
INPGNSGGPLINIQGQVIGITSSKIATHE GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN

kb Dskoskskok Pokoskskor | x|l

INPGNSGGPLINIQGQVIGITSSKIATHHS GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
INPGNSGGPLINIQGQVIGITSSKIATSS GGTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN

149
148
148
148
148
148
151
153

229
228
228
228
228
228
231
233

303
300
300
300
300
300
311
309



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1159161 QOR58 RS11165 WP 000728353.

381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1159161 QOR58 RS11165 WP 000728353.

381 SMU RS09890 WP 002262650.1

consensus

TS0 AL ST RO AN TOODRELASSTDMPA oL D o Y Rockge 1

Q MPA G LEKYDVITK DD@EI S D QSALYJHHSIN IIK TYYR GKE TT|
BTSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT]

STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT]
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT]
VAS QSEMPA G LISKYDVITKVDDKE AS|§ DLQSHMLY@EHE GD I T YREIYY Tij

EISTS[EMILINIPS VTSG

* kokokk Dkl ! Pk bk bk Do D b bk b DD ! Pk Do Db b s skeok klokok Dok b1 sokokokok |

iASE....

=

397
393
393
393
393
393
409
402

X non conserved
B similar
> 50% conserved

383
380
380
380
380
380
391
389



