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M
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NTDB id 1159046 QOR49 RS07105 WP 000481821.1 MFNIFKRLNGKEWLMIVASTILVCLAVWMDLKTPEYMSDITRMLQTKGTKLEALWDPGLKMLAFSFGSFLVAVMVGFLGA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !! !!!!!!*!!! !** !! *!!!!!!!!!!!!!!! !! *!!!!!! * !!! !!! !!!!!! *!!*!!!!*

logo RTAASFTSTRLRSDI FNHRVMDYSDEAE IKKRFS IPSLLTRTTNDLTQLQI LMIVMGMQVVTRGP IMAI
VWALTKIWGKSDEQWTGA

NTDB id 1159046 QOR49 RS07105 WP 000481821.1 RTAASFTSRLRSDIFNHVMDYSDAEIKRFSIPSLLTRTTNDLTQLQILIVMGMQVVTRGPIMAIWALTKIWGKSDQWTGA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!*!!!!!!!!*!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!

logo VGVAVI
L IVFMI LMLSVLLMF

L
L
VAFPRQRQI

VQGSFLTDALNASTTREASLSTGVRVI
VRAYNAEDKYQDTDTKFKRENDKDNLTKLNLFLVYRLMSL

NTDB id 1159046 QOR49 RS07105 WP 000481821.1 VGVAVIIVMILLSVLLLLAFPRQRQIQGFTDALNATTREALSGVRVIRAYNAEKYQTDKFKRENDDLTKLNLFVYRLMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!!*!! !*!!!!* *!!!!!!!*! !!!!! !!!! !*!!!!*!!!!!! !! !!!!!! !!!!!! !!!!!!!

logo MNPVMTVVSSGLTLAIYW IGASYL ILNDIKS IVPKMTVTGTSVSVLTAAKGSAIATDR I
V
D
S
L
VFSDNMVVFSSYAMQVVMVGFMMMVAI F I I LM

NTDB id 1159046 QOR49 RS07105 WP 000481821.1 MNPVMTVVSSGLTLAIYWIGSYLINDISVPKVTGTSVSVLAAKSAITDRVDLFSNMVVFSSYAMQVVMGFMMMVAIFIIM 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMT.....SVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIIL 315
consensus !!!!!!!!!!!!!!!!!!!! !!*!!! *! *****!! !!! !! !!* *!! !!!!!!!!!!!!*!!!!!!!!!!!*

logo PRALVSAVKRR INEVLATLANPSSTVHTFKENYSHKAIDQNSAQRKGEQI
VEFHQDVSFHRYSKDNSERAVI EHVSFKSADKATGEQTVAF IGSTGSGKSTLV

NTDB id 1159046 QOR49 RS07105 WP 000481821.1 PRALVSVRRINEVLTLAPTVTFKENSHIQSAQKGQIEFQDVSFHYSKDSEAVIEHVSFKADTGQTVAFIGSTGSGKSTLV 400
NTDB id 369 SMU RS04255 WP 002263293.1 PRALVSAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLV 395
consensus !!!!!! *!!!!!! ! **!*!!! !* ! !! *!!*!!!!*!!! ! !!!!!!!! ! ! !!!!!!!!!!!!!!!!
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NTDB id 1159046 QOR49 RS07105 WP 000481821.1 NLVPRFYDATEGAIKLDGIDIKEYSHNDLNNKIGYIPQKAVLFSGTVRSNMILGESGREELSDEEIWQALELAQAKEFIE 480
NTDB id 369 SMU RS04255 WP 002263293.1 NLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVE 475
consensus !!*!!!!!!!!! !!*!!! * *!!! !!!!!*!!!!!*!!!!!!!*!!!* ! ! *! ! !! !!!!!!!! !*!

logo

A
EKEKGLDTEVAQGGSTNFSGGQKQRLAIARALARHKPE I L I FDDSFSALDYKTDHRI LRHNDELAKEKKTAKAEMTKL IVAQR I STIMD

NTDB id 1159046 QOR49 RS07105 WP 000481821.1 AKEKGLDTEVAQGGSNFSGGQKQRLAIARALARHPEILIFDDSFSALDYKTDHILRHELKEKTAAMTKLIVAQRISTIMD 560
NTDB id 369 SMU RS04255 WP 002263293.1 EKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMD 555
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!**! !! !!!!!!!!!!!!!!!



logo ADHL I LVLDQGKVVGQGTHKELLASNNDE I
VYQE IAYSQLSKEELENEGKN

NTDB id 1159046 QOR49 RS07105 WP 000481821.1 ADLILVLDQGKVVGQGTHKELLSNNEVYQEIAYSQLSKEELENEN 605
NTDB id 369 SMU RS04255 WP 002263293.1 ADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!*!!!!!!!!!!!!!!!!!!! !!**!!!!!!!!!!!!!!!!
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X ≥ 50% conserved


