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MR I TF IF§ IVVYHEFGHF FAK SGILVREFAIGMGPKIF HigYK GTPYTIRILPLGGYVRMAGWG DIYTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT)

SR BT UL AT RN

G PASLTLIYK GMVRSRINLS[§ Q D T LPMNVTAYDLEMKLTITGLVLEETKTYSVDHDATI EEDGTE RIAPHEDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

0L TR M L el

QNAS WGRLITNFAGPMNNFILG VFIPALAFVQGGVQDRSTN[Y 1V M GIHALS] GLKNWDIT [NI[ERKV W [8]LEE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

o VS HTCRON o Al

I KERSARUST INVKP QKNS Yi§ ‘G 'pPVLKTRIJKDK / |8GGFIOMA WERYPPAT LINPAT KIYL TN

BTl Do SRS

ESMEK SENSHL EJSN QK|H

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

AL VLA S st B T A 5 LAY

FS NKLGGPVAR QES QA [SVGIy L LMG® SINLGIWMNLIPIPALDGGKIVMNI EAIRRKPLIYQERE YITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV

FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

AL AT A

AVM VLMIAVTWNDIMRAF FsRe]
AVMVVLMIAVTWNDIMRAF F ]
AVMVVLMIAVTWNDIMRAF F 9]

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

319
320
320

399
400
400



