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NTDB id 1110 NGFG RS09235 WP 003689817.1 LSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPV 258
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTI 271
consensus !**!** **!!*!*!**! *!*!*! !!*! ** *! * ** ** *!*!******!*!*!*!!!!******** ***



logo DLMFRVNSSTCLPSTRSLAYWFGEKLIVCVMLRVLI LNDNPSADGSASSTAAKNQMSLNDGLI ENDFIQAKL IGTFYENSDEPADFSVEQTQLRKKTAQANTLLVFYRMLDKNTELAAILADHKNQRKRPYQGLMMVLI L IVMTGPTGSGKSTTVTSLYSTACVGLARSNEIRLNSKTDISEPHQSEARSIVN
NTDB id 1410 SGL RS13950 WP 010873519.1 DFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVN 398
NTDB id 1158773 QOS47 RS02160 WP 283597010.1 DLRVSTLPTLWGEKVVLRILDSSSSSLNIDILGYSEAQKQAYLTALQRPQGMILMTGPTGSGKTVSLYTGLSILNTDERN 346
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQIN 347
NTDB id 1293 VP RS12240 WP 005479695.1 DMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEIN 347
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEIN 347
NTDB id 1110 NGFG RS09235 WP 003689817.1 DFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVN 338
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVN 356
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHAN 351
consensus !*!!***!***!!!***!*!***** ! ** !** * ********* *!*!**!*!!!!!!!!***!!**!***!* **!

logo IANSTAEDPAIVEYIAKYNVLQESPGVITNQVNQI
V
I
Q
N
D
N
R
P
E
L
K
K
Q
A
V
IGMFLDGTFSAGNAE I

ALKRASFMLRQDPDI
V
V
I
L
MVGETIRDKLDETADKETIAVI EKASALQTGHMLVFMLTSTLHTNDNSAPAAGEATVIL

NTDB id 1410 SGL RS13950 WP 010873519.1 INTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAI 478
NTDB id 1158773 QOS47 RS02160 WP 283597010.1 ISTAEDPVEINLQGINQVQINNLAGLGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETI 426
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETV 427
NTDB id 1293 VP RS12240 WP 005479695.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETI 427
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETV 427
NTDB id 1110 NGFG RS09235 WP 003689817.1 IATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATL 418
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETL 436
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETL 431
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETL 431
consensus !*!!!!!*!*** !**!!******!* !* *!**!*!!!!!***!!!*!!**!!**!**!**!!!*!**!!!!!*!****

logo

A
N
S
I
TRMLADLTVRSENMGI

V
A
P
E
D
T
P
SFMNVILSAGTSSVLLTNSGLVI LMIAQRLLMARKRVLCKNTPSESHYQCRKARIQEVAPAHIRYQVDEHLQDERFHILVPDNPTSDENSVAKERSLQAEGTSLCQLEIKLQSQHRE I

V
F
M
L

A
K
G
I
L
F
A
K
P
S
Q
T

A
D
L
N
T
E
P

A
Q
S
E
N
T

G
S
E
D
D
I
N
Q
S
L
E
L
I
V
A

H
K
Q
V

V
P
E
N
T
D
L
W
F
Q
R
K
Y
F

KANSLSPDE IHLAEI
V
L
Q
R

Q
F
Y
A
E
Q
R
K
N
G
K
A
P
A
E
N
D
V
L
G

NTDB id 1410 SGL RS13950 WP 010873519.1 ARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAY.HPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNL 557
NTDB id 1158773 QOS47 RS02160 WP 283597010.1 TRLTNMGVEDFNLASSLSLIIAQRLARRLCSHCKQPH.LLDDLTCERLKLPLNSSV....F.............QANKEG 488
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV.RPSALLQSQFAFQPNEIL....Y.............EANAAG 489
NTDB id 1293 VP RS12240 WP 005479695.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQ.EHTVQL.QHLGIQTTDNI....F.............RANPDG 488
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQ.EPNSQL.QHIGIANTEQI....F.............QANPDG 488
NTDB id 1110 NGFG RS09235 WP 003689817.1 SRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWK.............LYRAVG 484
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLK.............LYKAVG 501
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFR.............VFQPVG 497
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQ.............IFEPVG 497
consensus !* *!!***!****!*****!!!!*!**!* !* * * * *** *** * * *

logo CEHLQDNKQRDECNSRTGGKQEHSGYRVSKGRATVGLVI FYEVLMAQPRKMNVIFNDSTKRTPERSEMILGQASQRKEVILALINIMNSEKQRDNGGANSTEITASVDVHLDGRQELIKALERADKACITVLSAAKQVYEI ETKSAQLENGFMI
L
S
V
N
Q

D
R
N
T
I
L
F
L
Q
R
A
Q
E
M
R

A
Y
S
S
GLIDLNKELKI

L
V
Q
R
V
K
M

A
E
QGYVITTS IFLARSTQEE I

L
V
E
T
N
Q
A
R
N
VLTFNQVSYLTDEFDTGLES

NTDB id 1410 SGL RS13950 WP 010873519.1 CQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLES 637
NTDB id 1158773 QOS47 RS02160 WP 283597010.1 CDDCN.KGYVGRVGIYEVMQFSREIAEALMQNATSLQLEDIAASQGMQRLRESGIDKLVAGITSLTELQRVLQL...... 561
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF...... 562
NTDB id 1293 VP RS12240 WP 005479695.1 CNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF...... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF...... 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 CDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND...... 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD...... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 CLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE...... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE...... 570
consensus ! *!* !!*!!*!**!!** * ** **** ** *** ** !**** ****** *!*!** !*****



logo

EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1410 SGL RS13950 WP 010873519.1 EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1158773 QOS47 RS02160 WP 283597010.1 ................................... 561
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................... 562
NTDB id 1293 VP RS12240 WP 005479695.1 ................................... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................... 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................... 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................... 570
consensus

X non conserved

X similar

X ≥ 50% conserved


