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NTDB id 1052 ABD1 RS15850 WP 001017033.1 KPL.PVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSID 209
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 SYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQD..NVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNIN 288
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 AYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD..KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGIN 287
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIR.QAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGIN 296
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 VFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKA..DEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFN 182
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKA..DEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFN 182
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKA..NEKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFN 183
consensus **** *** ******* ** * * *** ** * * **!***!**!!*! *! !!!!*!!****!

logo

L
MVTAVASDKTSVESVQGDNVLITLHRLQNKDNGDI

VPWPQDQVALDLIVI LTKQAVTQKNGLDKRKVRLRKDNGSNVLMIWLVIDATPAVKSDEASE I
M
L
A
I
D
A
L
K
N
S
A
M
REHRKEDEQVAQEMALEKTSKAI

V
A
Q

K
Q
A
R

K
T
L
Q

E
Q
A
I
S

A
K
Q
T
V
EE
K
I
LEGAESDP I

L
S
K
Q
R
R
T
S
D
E
I
Y
L I LKQVLIKNFYA

NTDB id 1009 ACIAD RS15175 WP 004923730.1 MVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYA 368
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYA 367
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYA 367
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYA 376
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYA 376
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NTDB id 1158768 QOS47 RS01315 WP 082954314.1 LVVADTVSGNVTLRLDNVPWPQVLDIILQAKGLDKRVRGSVLLVAPKAELAANEHQVMETARKQQELASLRSELIQINYA 266
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFA 262
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFA 262
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 KAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMID 439
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMID 447
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMID 447
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIK 425
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIK 425
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVS 441
NTDB id 1158768 QOS47 RS01315 WP 082954314.1 KATDISTLLSGS...TD..........................GVGMLSERGSLHVDERTNALIIKDTPDNIASIKDIVL 317
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KASDIAAMIGGE....G..........................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KASDIAAMIGGE....G..........................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KASDIAEMINGE....G..........................NISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIE 313
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIF 524
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIF 524
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SSSGAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIF 533
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 EQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1158768 QOS47 RS01315 WP 082954314.1 QNQVNNTVRKVPILGDIPVLGALFRHKMEELGKRELLIFVTPKIVMQ................ 573
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
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