
logo

MIEWRQFFEGVITM
VWELVKASGGWI

MMLP I I LCSS IAAALGI I IVERLWTLRAPSR I
V
A
TPPHLLGQAVWKQWIKQDEKKQLDSNEQKLKEQLRAD

NTDB id 1158498 QWJ11 RS09275 WP 007245835.1 MIEWRQFFEGVITVWELVKSGGWMMLPIILSSIAAAGIIIERLWTLRASRIAPPHLLGQAWQWIQEKKLDNEKLKQLRAD 80
NTDB id 1200 PSJM300 12655 AFN78593.1 .............MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRAD 67
consensus **************!!!!! !!!*!!!!!!*!!!! !!!*!!!!!!!*!!* !!!!!!! ! !! *! ! ! !!! !!!!

logo SPLGE I LAAGLANSKHRGRE IMKEC I EEAAARVI
VHDLERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIE I FGSASFMNGSSTGAMTANAGPLV
NTDB id 1158498 QWJ11 RS09275 WP 007245835.1 SPLGEILAAGLANSKHGREIMKECIEEAAARVIHDLERYLSALGSIAAMAPLLGLLGTVLGMIEIFGSFNSTGATANAGV 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SPLGEILAAGLANSKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPL 146
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!! !!!*!!**!!!!!!!!!!!!!!!!! ! *! *!!!**

logo LAGSGI SKAL ICTTAASGL IMVAGIPAI
LFFHRFLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDVDLGIDEAGKAIDLKSLARAGGSKKK

NTDB id 1158498 QWJ11 RS09275 WP 007245835.1 LASGISKALICTASGLIVAIPAIFFHRFLQSRVDELVVGMEQQAIRLVEVVQGDRDVDLIDAKIDLKSLARAGGSKKK 238
NTDB id 1200 PSJM300 12655 AFN78593.1 LAGGISKALITTAAGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus !! !!!!!!!*!! !!*!*!!!*!!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!! **! **************
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