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NTDB id 1158415 P6S15 RS14970 WP 318766002.1 MIVTIITFIIVFGILVIVHEFGHFYFAKKAGILVREFSVGMGPKAVAFR.RNATTYTLRFLPIGGYVRMAGVADDEDEEL 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
consensus ***!!!!***!***!**!!!!!!*!!!**!!!!!!!**!!!!!**!******!*!!*!*!!*!!!!!!!!***!* *!*
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NVTATYDLEKDEKLWTI ETGYLEVNLGDEESELTKRTYQEVDHDATIVESEDGTEVLQR IAP
NTDB id 1158415 P6S15 RS14970 WP 318766002.1 KPGTPVSLMLGDDGLVHSINASKKTTLFNGIPLSVTATDLEKELWIEGYENGDESELKRYQVDHDATIVESDGTEVQIAP 159
NTDB id 323 STU RS10650 WP 011225396.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
NTDB id 291 STER RS01205 WP 011680685.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
consensus !*!*!*!!*!!*!!*!**!!*!*********!**!!!*!!!**!*!*!***!* *!*!*!!!!!!!!!*!!!!**!!!
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NTDB id 1158415 P6S15 RS14970 WP 318766002.1 VDVQFQSAKLWQRMLTNFAGPMNNFILAIITFAILAFMQGGVTSVTTNVAATTANSVAREAGIQKGDQITAVNGKKMTSA 239
NTDB id 323 STU RS10650 WP 011225396.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 291 STER RS01205 WP 011680685.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
consensus *!!!*!*!**!*!**!!!!!!!!!!!!****!*!!!!*!!!!****!!*********!***!***!!*!*!*!**!*!**
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NTDB id 1158415 P6S15 RS14970 WP 318766002.1 QSISILIQDSPK.....QKLDLTVKR.GGQTKTIAVTPAAKTVSGNRIGQIGVQWDTKTDTSFGAKLAYGFTGSWGITKQ 313
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQG......SYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQG......SYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
consensus *!*****************!**!!!!**!!**!!*!*!* *** ***********!****!***!!***!*****

logo I FLQAVTLGKRGMVLTIHTGNFSLNDKLGGPVAI
MFAQTMTSSAQAASKESGLRIQSVI ILYDLLMAGVMLS INLGIVFNLLIP IPALDGGKLI LVLMNIVI EGAIRGRKPLRN

NTDB id 1158415 P6S15 RS14970 WP 318766002.1 IFQVLGRMVTHGFSLNDLGGPVAIFATTSQAAKSGLRQVIYLLAVLSINLGIVNLLPIPALDGGKLLLNIVEGIRGKPLR 393
NTDB id 323 STU RS10650 WP 011225396.1 ILATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 291 STER RS01205 WP 011680685.1 ILATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
consensus !***!** ****!!!!*!!!!!!*!****!!**!!!*****!***!!!!!!!*!!*!!!!!!!!!***!!*!*!!*!!!*
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NTDB id 1158415 P6S15 RS14970 WP 318766002.1 VETESVITLIGFGLLMLLMILVTWNDIQRYFF 425
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!*!!*!!!*!******!!!*!!!!!!*!*!!
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