logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

ot AT AR A VR TLBELATD - A R

MGAEFLVGRSGSGKTKLIIWNSIQODELRRAPFGKPIIFLVPDOQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWR LQHTG
MGAEFLVGRSGSGKTKLIINSIQODELRRAPFGKPIIFLVPDOQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWR LQHTG
I

RATLLN

o EFVHRIRY HIAER LEFRY LD Ao TR AL

GMSRPFLTSTGVQM EEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE

RKLI
GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE
I PELL e rrrrrrrrrret

LS L AN LA DR DR CERILEL il T R

KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP
KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP
PELr e e rrrrrrrrrrrrrrrrrrnt

IR T TR LS T N e A AL (A

SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPA PYAEKQEALTVMQAANR|
SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPA PYAEKQEALTVMQAANR

DL R R LA END RV YDA L L RS LY

RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY

RAELEGIARETHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY
PELr e rrrrrrrrrrrrrrrnt

AR IWELE L RRREAAEN AT IR T IREARFLIIORATE LR

EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW
EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW
PLLE b b e e bbb bbbt

| LR ATV R T ERRRED R DAL

IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDYRITIEAQQHQQAWDAVIQLLEEFVEMMGDDETI
IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDERITEAQQHQQAWDAVIQLLEEFVEMMGDDEI
PLLE e e rrrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

logo

NTDB id 1157805
NTDB id 120 BSU
consensus

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

KJP45
10620

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

RS05635 WP 213414395.

NP 388943.2

LG (ELAEUELP AR O 1.7 LA AEL LR LT

SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS

SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS
N

o RALIELIY AR RSP AR LS IRt e AR AR

SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS
SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLIBELFPHHKERLLTNEPEQVSDEEQLMYVVNKS
PELL e e rrrrrrrrrrrrnt

UBHAXLRL RN L SR L LEWNL R 10 VR T

VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA
VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA
PELr e rrrrrrrrrrrrrrrrret

St AP LU XRURLD WU AL LR L

CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN

CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN
P rrrr ettt ettt rrrrnd

TAERCH VIS S LA LPLTERA T EV AR

RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIYV|
RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV
PELr e rrrrrrrrrrrrrrrrrrnt

KLY LA UYL RPALRD L ULE R HIER

DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL

DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL
PELE e e e et bbb bbbt

L CEVRL DTGB 01 A LR AL, HRRTREA B RS 1 T

LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP
LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP
PLL L e e rrrrrrrrrrnt

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



\
logo W AFKS\/ QFDES\.EENEYR \.KAEKDKT \.EV KKEAD NEHS

|
NTDB id 1157805 KJP45 RS05635 WP 213414395.1 [QWAQFNNEAAGIIAIRANNRSAINCIAOVGNIRATRNCIN DIGNAE] 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEH SEEEEE]

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrne

X non conserved
B similar
>50% conserved



