logo

NTDB id 1157333
NTDB id 352 BSU
consensus

logo

NTDB id 1157333
NTDB id 352 BSU
consensus

logo

NTDB id 1157333
NTDB id 352 BSU
consensus

logo

NTDB id 1157333
NTDB id 352 BSU
consensus

logo

NTDB id 1157333
NTDB id 352 BSU
consensus

logo

NTDB id 1157333
NTDB id 352 BSU
consensus

logo

NTDB id 1157333
NTDB id 352 BSU
consensus

KJP55
24240

KJP55
24240

KJP55
24240

KJP55
24240

KJP55
24240

KJP55
24240

KJP55
24240

RS13435 WP 003230267 .

NP 390304.2

RS13435 WP 003230267 .

NP 390304.2

RS13435 WP 003230267 .

NP 390304.2

RS13435 WP 003230267 .

NP 390304.2

RS13435 WP 003230267 .

NP 390304.2

RS13435 WP 003230267 .

NP 390304.2

RS13435 WP 003230267 .

NP 390304.2

AR L TOFERUVTET A0 DRLLT R SEFRT AL L) L

MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC
MLAELSIKNFAITEELTVSFERGLTVLTGETGAGKSITIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC
N

A DDE DTS 0 LA AR LD L BN AL

AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK
AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK
PO e e rrrrrrrrrrrrrrrrrnt

I CALIALSEEE AL R e ML DR e FE L LY

TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE
TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE
| T T T T T T T T T Y A |

D LED SO AR VSO LU U LAY A1

QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATYV|

QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNETIKQLKRKYGATYV]
Pttt e et et rrrrnnd

N £ DN RS LELAEL Y ORAEAANSNT A ALY EOTFER

EDILEYASKIEEEIDQIENRDSHLOSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV

EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV
PELr e rrrrrrrrrrrrrrrrnt

MAMEEPLIVCTER DLREL | TCE LOUAAY L LA ST Y

RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV
RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV
PELE b b e bbbt

MU SAL | G AT AL TR LAV % AT

SGRVAQATIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR|
SGRVAQATAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR)
PEL e rrrrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



AT

NTDB id 1157333 KJP55 RS13435 WP 003230267.1 |:FNQARNCAVIIARGNNE 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576

consensus [ T T T Y I B A I

X non conserved
B similar
>50% conserved



