logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

N AT ORItk TATER el RLLIVTHTGAE el

MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEA
MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEA
N

LR L RLSLLROLS o UL DL SRIANTE | SR o

LEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKGEKA
LEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKGEKA
PELE e e rrrrrrrrrrrrrrrrrnt

LR TR LRI R LR OSSR PONHEDI VL AL

FFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLRA

FFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLRA
PErr e rrrrrrrrrrrrrrrrrnt

e A REDAEL RDESER AR e AL e LR AL

LELTKAPGGPAPRADNFLDDLAQIDELIQHQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLK
LELTKAPGGPAPRADNFLDDLAQIDELIQHQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLK
PLL e rrrrrrrrrnt

THERY E e VLAY AREAARE DFLE LA ON i

TDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARFYQEQ
TDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARFYQEQ
PErr e rrrrrrrrrrrrrrrrrnt

PRIV VTS HTLE VWO LU EE DK,

FHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLNKNFRS
FHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLNKNFRS
PELE b b e b bbb e et

PONATRLL ) R AR DT TRt VAR A

RADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTDASEEAEELETVQFEAKAIAKEIR
RADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTDASEEAEELETVQFEAKATAKEIR
PELL e rrrrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

logo

NTDB id 1157060
NTDB id 119 BSU
consensus

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

KJP48
10630

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

RS05720 WP 003233100.

NP 388944.2

L5 VLR Lt ) AR AL AL YD

KLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVIDNPYQDI

KLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVIDNPYQDI
N

AR AR R R MOLAA DR LT L e EVRD

PLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDRSDELYQKLNTFYGHLQKWRAFSKNHSVSELIWEVYRD

PLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDRSDELYQKLNTFYGHLQKWRAFSKNHSVSELIWEVYRD
PELL e rrrrrrrrrrrrrrrrnt

IO KRR AR LA R CERLILTRLEENRL

TKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLE
TKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLE
PErr e rrrrrrrrrrrrrrrrrnt

IPLUAEL DLDYLNGL 0 AL LA AR AL

FPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFL
FPVVEFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFL
PLL e rrrrrrrrrnt

) MRACLARCAAT) L EORATILF AL LA A A

IGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGVPAHADISGHPARFAVQMIHSYDLL
IGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGVPAHADISGHPARFAVQMIHSYDLL
N e

2R e AR SRR TV TR RS )

DDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDEYSGRAPVKPADG
DDDLEERMEEKSERLEATRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDEYSGRAPVKPADG
PELE b e e e b e bbb et

LA LA Gl L R L e Dl Ve

SILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTEEQKDAIDIEEIVQFFHTEIGGQL
SILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTEEQKDAIDIEEIVQFFHTEIGGQL
PELL e rrrrrrrrnt

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



logo

[

[
NTDB id 1157060 KJP48 RS05720 WP 003233100.1 NeFNQUOEINNIIIWIRFVENR AV 19013 ARUNCIRIIGRENNNIG R AR RN NN 9N (AT IR OAGNN 1200
NTDB id 119 BSU 10630 NP 388944.2 IGAKWKDREIPFSLALPAKEIYPDAHEADEPLLVQGIIDCLYETEDGLYLLDYKSDRIEGKFQHGFEGAAPILKKRYET (iiey]

consensus trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

ULMARUATHRC ALHD: AL

NTDB id 1157060 KJP48 RS05720 WP 003233100.1 pHORANCAAARVIGNAACCTIRANIICCLRNNER 1232
NTDB id 119 BSU 10630 NP 388944.2 IQLYTKAVEQIAKTKVKGCALYFFDGGHILT LRy

consensus NN NN NN NN NN NN

logo

X non conserved
B similar
> 50% conserved



