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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 115694 C163 RS07145 WP 025338206.1 MRTGVFALALGLLCLGFLPALPS........VGWLVLLAVVGGLGLFTRLWPLGC....FLLGLCWACGSAQQALDDRLATGLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVGLLLLPFRWRPLAF....FLFGLVWACLNAQWALDDRLPVDLDG 73
consensus !!********!** ! **!*!** ***!***!*** *** !* !** ** !* !** !!**!***!* ***!

logo

K
R
D
T
F
I
L

R
W
A
L
T
EGQRVVATVEGLPDETVRRTAEGQDAGVTVRFLEFLDERADIAEIHRSSDARGHRDAAEGVLPPQSR I

L
V

Q
RLASWFYDGLRSWHERQREAEAATDRRAGI

GPDEP I
L
Q
R
A
P
SGQEQRWQRLTAALVTRLQKRPAHS

NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 115694 C163 RS07145 WP 025338206.1 RTLWLEGRVVGLPTRTAQGVRFELDAARS.RRAELPQRLQLSWFD....................GPPLRAGEQWRLAVTLQRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
consensus ******! ! *!!*******!!*** ! * ***! !**!*!** *!*** !**!*!***!*!!

logo

S
G
M
L
L
M
VNPGHSAGPFDGRYEYAAQWMLLADRDR I

V
R
GAATGYTI

V
Y
K
T
AGEKQLRAILRAENPALMGEADAGSGVGALRSVSVEGAGRWRADARTVLRRQHRLLTAAVLEPAEHNAGRYQAAGPVALIAVALVLVGDQGASGI

L
S
A

NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 115694 C163 RS07145 WP 025338206.1 GLLNPHGPDREAQLLARRVGATGTVKAGQLLAP..............VVGGWRDTLRQRLLAVEANGR.QAALVALVLGDGAGLA 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 115694 C163 RS07145 WP 025338206.1 REDWQTLQATGTVHLLVISGQHIGLVAGLLYGLI.......AGLARWGLWP..ARLPWLPWACGLAMAAALAYGWLAGGGVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 115694 C163 RS07145 WP 025338206.1 ACLMLAVVLLWRLRFRHLDATLPLLLALVAVLLVEPLAALLPGFWLSFAAVATLGYCFSAR..............LGGWRPWQAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 115694 C163 RS07145 WP 025338206.1 TRAQWVIAIGLLPVLLATGLPVSLSAPLANLVAVPWVSLAVLPLALLGTLLLPLGGVGEALLWLAGGLLDVLFRLLELVAQQQSA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 115694 C163 RS07145 WP 025338206.1 WLPAVLPLWAWLLVCLGTLLVLMPRGVP...LRGLGGVMLLAL.WVPRETVPFGQVEVWQLDVGQGLAVLLRTRHHDLLYDAGPA 520
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 115694 C163 RS07145 WP 025338206.1 RGES.DLGERVVLPTLRKLGVGSLDLMLVSHAHADHAGGAGAIMRGLPVERVIGGEVL..........DDMQLQPCVSGDQWTWD 594
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 115694 C163 RS07145 WP 025338206.1 GVRFSLWRWA......DGQSSNDRSCVLLVEAQGERLLLAGDMEAGAERAWLAAT..EAPRIDWLQSPHHGSRSSSSEAFIRATA 671
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 115694 C163 RS07145 WP 025338206.1 PRGVLISRGRNNSFGHPHAQVVERYRRHGVVMHDTAEQGALRLVLGR..LGEVESVRRQRRFWRDAGGG.............. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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