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WﬁTNK KISQNGFTLIELMIVVAIIGVL AIA PRYE YVEKSE SGEATL
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AT!M AITSL

TPTEGAITSL 149
ATIN...... 153
ATIN...... 153
ATIN...... 153
.......... 150
.......... 137
.......... 139

X non conserved
B similar
B >50% conserved
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