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NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANRAQKIAGGINNAFIDAEHALDPI\YYARWALGVN DELL SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANRAQKINGGINNAF IDAEHALDPI\YARWALGVN DELL SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
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NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRUQK[NGGIWIA IDAERA DPICYAWWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT AMENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALET} 1562
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NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQKYJGGIWNAF ID AEHARGDIGNEY ABSLG N EL SQPDRJGEQALEI[N 148
NTDB id 1155796 QWI75 RS10505 WP 289268530.1 EI GPESSGKTT AJFNQKINGGIWNAF IDAEHALD|REY AJASLGVNND LL SQPD GEQALETJ 142
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NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHARDPWNYABRISLGVIS ELM GEQALEI[® 140
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