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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1155756 ALT831 RS00940 WP 049589078.1 MATKGVNKVILVGNLGNDPEVRYMPNGNAVANLSLATSESWKDQQ.GQVQERTEWHRLTMYRRLAEIAGEYLKKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAP.................YEEGYGQSQE.......A 128
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAP.................YDEGYGQSQE.......A 128
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGG................NQGSGWNQAPAQTNYNQGG 138
NTDB id 1155756 ALT831 RS00940 WP 049589078.1 EGKLQTRKWQDQQGQDRYTTEIIVDQ....MQMLGGRGGEGGGGNGGYQRPQNNQGGYNQAPAQGGYNQAPQQGGGQQGG 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA.........QGGMNVPAQQGSWGQPQQPA...... 145
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FDDDIPF

NTDB id 1103 NMB RS07590 WP 002212976.1 YQRPAQQ.SRQPA.......SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 YQRPAQQ.SRQPA.......PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YSDNYAQNNNFN........GGNATRPQ....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1155756 ALT831 RS00940 WP 049589078.1 YNQAPQQGGGQQGGYNSNQGGGYNQAPQG.GNQGQPKNPPMAEPDFDFDDDIPF 208
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........K............QHQPMQQ.SAPQQYSQPQYNEPPMDFDDDIPF 177
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