logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

1086
1116
1185
1176
1283
1259

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

1155717 EZ55 RS15140 WP 156078754.1

1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1155717 EZ55 RS15140 WP 156078754.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

ARG

ERNERFRVSAF (\RDMP(¢ P|
BUARFRVNAFEIQIIENRYG VIURIAIP WVRIT - GLPAFREW T AWWNPRGLVLVTGPTGSGKSTTLA M

.Qmuéfsvm A,

AR el

AL

I§ SDLH SAG

I¥ SDLH SAG
IMASDLHLSAG
€ASDLHLS G
[EASDLHLSAG
[ IBASDLHLSAG
[GASDLHLSAG
[€ASDLHLSAG
[GASDLHLSAG
Pl skokokokok |

B\DITELLAFSVK
* *kkk | kok ok ok

Y RFRVBAFIAQBINNEGA VIRRIMT IS 3t
RFRVSAFYQRNLAGIVLRRIE N
M

S
MPMIRVEIG
NIPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPIIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

* ok k% * 1ok *

=== li=cji=c = ]i-v]i=--c -] - - = l=~}

ST L e

1T E LISLPIY

L
L

LiILPIY

1L ALgHgg\/ugL

ELEE

KRR

VT ERSTTLAL

X:tj

§|AQY

4 A|NNSRGLVLIAYGIATG GKST LAAM

ER:AM S K|A¢ IJ GE\TG GKST LA M

= = = SoRolel = = = = = =

ARFRVNAFNIN&RGlY AVFRTIPSEIVL
ARFRVNAFNINSRGIY AVFRTIPSEVL
RFRVNAFBIQERGOSJAVERTIP N
RFRVNAFBIQERGSAVFRTIP N
ARFRVNAFNQSJRGA AVFRTIPS|® L
ARFRVNAFNQSJRGA AVFRTIPS|® L

RFRVNAFQJQYRGA AVERTIPS|QVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT
ARFRVNAFNQWNRGAGAVFRTIPS|SVLT
ARFRVN[FNQRGAGAVFRTIPSWVLT
ARFRVNAFNQWNRGAGAVEFRTIPS|SVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT

NEEEEEE Fokok Dk Dok Dkk k%%

E LI\PHIFMISTIAIMPRG VLVTGPTGSGKSTTLAAM
E LIGAPSIFISTAIPRG VLVTGPTGSGKSTTLAAM
ENLPEPINIFRIST ANN@Y GLVLVTGPTGSGKSTTLAAM

E[LPEPIAI S
E LGLPJIF
E LGLPQIF

E LGLENIF
kokokkok ok

ISTANNY GLVLVTGPTGSGKSTTLAAM
I ARSIRGLVLVTGPTGSGKSTTLAAY
I3 AMJASIRGLVLVTGPTGSGKSTTLAAY]
IATIRNPIG VLVTGITGSGKSTTLAAM
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM
I PAYPRGLVLVTGPTGSGKSTTLAAM
DIIMMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM
Hok o skok Dok e s D E T Do)

| D Reetebt DR SPE:

b

IXTIgE LKLPE IR APNSRGLVLVWUGIATGSGKSTT AAMTGYRNQHIT
I

153
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

1155717 EZ55 RS15140 WP 156078754.1

1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

TR

WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD

IQYALRSALREDPD
NPNALRSALREDPD
WPNALRSALREDPD
MIALRSALREDPD
MIZALRSALREDPD
SIZALRSALREDPD
IWMAALRSALREDPD
INALRSALREDPD
WHALRSALREDPD
IAALRSALREDPD

k% DLksr DLrrlbxl ol

IDRI Q

T DRI DVFPA[MEK MVR
T DRI DVFPAMEK MVR
TIDRIIDVFP [§ K MVR
TIDRIIDVFP f§ K MVR
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR

MLSESLIAVI QISLLK
MLSESLIAVI QILLK
MLSESL{®AV QELLK
MLSESLMAV QELLK

.VGGGRVAEHEIM
MUGGGRVA[GHEIM
BUYGGRVAAIREIM
BUSGGRVAAIREIM

A VRS |2Q£LK§Q@@ Rl s RNl

1155717 EZ55 RS15140 WP 156078754.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

TIDRIIDVFPAEEKEMVR
TIDR DVFPAEEKEMVR
TIDR DVFPAEEKEWMVR
TIDRIIDVFPAEEK MVR

MLSESLIIAVISQWLLK
MLSESLMAVISQWLLK
MLSESL[ VISQWL K
MLSESL[MAVISQWLLK

TIDR IDVFPAEEK MVREWMLSESLNAVISQELLK
TIDR IDVFPAEEK MVREWMLSESLNAVISQULLK

TIDR IDVFPAEEK MVREWMLSESL[NAVISQELLK
*ok 1ok ok ok ok ok ok ok ok ok K Pk | kkxx! |

AIGGGRVAAHEIM

MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

*ok D okokokok | okokok

RERIEN DNALINJAETGHLVF | TLHESUYARIN
RDMETI JAA TAAETGHLVIJIGTLHTHSAjg

G
G

LA TAAETGHLVFGTLHTRNIS Ap¥K
LA TAAETGHLVFGTLHTRYS ANK
LA AAETGHLVFGTLHTRNSAJZK
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

SAAK
SAAK
SAAK
SAAK

e

WPAIRNLIRENKVAQMYSMIQTG IMIGMQ
WPAIRNLIREWKVAQMYSHMIQTG IRIGMQ
WYEA TRNLIREDK AQMYSHIQTCRINGGMQ
odgelA TRNLIRENK AQMYSEIQTGEAINIGMQ

IWPAIRNLIRENKVAQMYSHIQTG
WPAIRNLIRENKVAQMYSEIQTG
IIPATRNLIRE[@KVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEVIQTG
IIPATRNLIRERNKVAQMYSENIQTG
IIPATRNLIRENKVAQMYSEVIQTG

* TR *okokkkk ok

R0, 5 Ll 0
:

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

1155717 EZ55 RS15140 WP 156078754.1

1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

1155717 EZ55 RS15140 WP 156078754.1

1202
1194
1020
1060
1040
1081

consensus

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

T&DQ‘?L@lvﬁﬁwliﬁgiAﬁié .

X non conserved
B similar
> 507 conserved

RENIREKIK IPENF
SINLPTIRAVINKSPESF
P QT R TAKQPESFEL . . . oot
P QT RTAIKQPESFL . . . oottt e e e
P QT R TAI K QPESFL . o . oo

DAQEVQSKIEL. .
LNKSLF

KHTEAHE AL
KHTENAHEAJALNKSLF
KQDEVAAK
RDSPEAKEKEAKQPENF

BEARS L GRERVRESDET v avas AR R EROSEREF R A

UEDIRAIRY QIRYVDDKISSEQDINLHSI\DSANDLRLMLKTKRGDDY . . .GSGSLQNVKI........ DME..............
TFDQALYNLYVQHEI YEDINLLHMDSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
YADINLKHI\ADSPNNLRLQIKLSEEANKPLDNRERMSEMER. ... .... KMTFDGQRRNLK. . ...

FDKQSMN S .

368
381
383
418
347
347
345
345
344
344
347
344
344
344
345
345
345

368
381
383
395
347
347
345
345
344
344
347
344
344
344
345
345
345



