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AT TR LT LA il

MLIY QIVTGGYWYNIPVLKDV FVIEDG LVGLIGLNGAGKSTTIMEIIGLLTPYWNGQIAIDGLT HMQEFNM|YRIKIG IP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

L o IRE

ETPSLYEELTL EHLEQYVEWMAYMLS®MY | R\ MLKLFRLDEKLDWFP)] FSKGMKQKVMIICAF VRPSLIQIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMJRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGM RADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF

L), ;HAEEK% f l ) AVLOHER DRRY) Ll erF ooskS Y oL T

LGLDP AISDLIELL EEK KGESILMSTHVLDSAEKMCDEFVILHQGQVIZAWGNLEELREEIFGEDEASLN I YL TR
LGLDPLAISDLIELLAEEKAKGK ILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDESASLNDIYMQLTKG
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GEG 244

ELS 243

K. 243

* %k %

X non conserved
B similar
>50% conserved

160
160
160

240
240
240



