logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1155490 QNH65 RS10365 WP 004194142.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1155490 QNH65 RS10365 WP 004194142.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1155490 QNH65 RS10365 WP 004194142.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1155490 QNH65 RS10365 WP 004194142.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

i

)

LA U LT AR fln

I

1 )

Q
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

)0 sl LT

EEDGQQYLAMEYVRNJGLDLKRY IKENJNPLSN NJAVRIMGQILLAMR AHTRGIVHRDLKPQN LLTE GNJAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYQKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQ LEMEYVBGEDLK YIN HEAPLSN LEAMBLAHE GI HRDLKPQN LLTEDGTAKVTDFGIAVA
PUU Lol DT b sk D DL bk DL ok x| %

0SSR DT

FAETSLTQTNSMLGSVHYLSPEQARGSKAT QSDIYAMGII|® EMLTG IPYDGDSAVTIALQHFQKPLPSVIBIENEWVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAEN|4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENKESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKAT QSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS AENBAVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS TAENJQYVP

T R st

QALENV  KATAKKLIJARY SV EMYEDL S LSj§| RRNE)g

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIP.
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPR
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPE

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIP.

QALENV I ATAKKLENRYNSTLEMSRDLV SIRH P SESIR DU QB Ml . .

QALENV IKATAK LT RY SpNNEMINADLIY SLNREBRIERKL F§ EISHEEDTKI4L.PK E[.AANS A. AQSLKNKTSNQ
[ I FPEEL s b bk Dok D bk | s sk * kokckkskokokokk DD LD skkox * * * % %k %

160
160
160
160
160
160
160

240
240
240
240
240
240
240

319
318
318
318
318
317
317



ot s 5T st R ebasl s guser T NN Clelber Ay

NTDB id 1155490 QNH65 RS10365 WP 004194142.1
NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1

NTDB id 384 SMU RS02325 WP 002263039.1 DIAVDHKEIK .
consensus * * % % ok %k ok %k ok ok ok k % >k %k %k %k % k % * ok ok ok ok %k ok ok k k ok k k| Do Dok D oeskokokok |k % 3k k ok ok ok ok ok | ok

egEaoE D TME R Sccfl s v o o e

NTDB id 1155490 QNH65 RS10365 WP 004194142.1
NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 384 SMU RS02325 WP 002263039.1

consensus ko okokokokokok |okok | k% [ kb kok ko ockokokok | okok kok ko 3 ok ok ook ok sk ok ok ok ok k kD kokk kokokokokok % ok ok ok ok ok

Logo AA TVIr Q§L ECTTYDLOKATG, |V

NTDB id 1155490 QNH65 RS10365 WP 004194142.1
NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1 IHE[ERS[AFIP GKNK

NTDB id 384 SMU RS02325 WP 002263039.1 N GTV GQSPKPQKTYHPESDKK.
consensus kx| okokkox 3k 3k %k % %k Xk Xk k k& wk |k | % %

vt s HCRIST ELSE o

NTDB id 1155490 QNH65 RS10365 WP 004194142.1
NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1

NTDB id 384 SMU RS02325 WP 002263039.1 . .IA SITIRTAMGEISSSRERMAY . DASDYSSII-PSSSL VA8QSP
consensus Kok kokokokokkokkokkokk  kokokok | okkokkokkokkok | kkokk ko Kok ok ok okok sk kok ok ok |k |

L VAKKAA QVVEFPNWOCKSQENATRI LQTAGCFS I CT I TQEYSSSVTACRQVISTD

KYEEyBA el ESSES§§B¥V¥YQ

398
396
396
396
396
396
396

473
475
475
475
475
476
475

550
507
507
507
507
508
503

623
557
557
557
557
565
559



ST T St o eenBI S e

NTDB id 1155490 QNH65 RS10365 WP 004194142.1 664
NTDB id 146 SP RS08570 WP 000614538.1 637
NTDB id 216 SPD RS08205 WP 000614552.1 637
NTDB id 182 SPR RS07820 WP 000614552.1 637
NTDB id 257 KZH43 RS07655 WP 220041236.1 637
NTDB id 467 HSISS4 RS06915 WP 021143821.1 .. 620
NTDB id 384 SMU RS02325 WP 002263039.1 YYINIVS SISNDDISRRYVAS T SGGEIH GSSSSESSNS 616

consensus kokkkk |k | oskskskkok * Pskosksk | oookok * * % % *kk | k% * %k %k *

VDLAKTRK S IYKCKTTSAT

NTDB id 1155490 QNH65 RS10365 WP 004194142.1 664
NTDB id 146 SP RS08570 WP 000614538.1 VDLNKTRVKISIYKPKTTSATP 659
NTDB id 216 SPD RS08205 WP 000614552.1 659
NTDB id 182 SPR RS07820 WP 000614552.1 659
NTDB id 257 KZH43 RS07655 WP 220041236.1 659
NTDB id 467 HSISS4 RS06915 WP 021143821.1 624
NTDB id 384 SMU RS02325 WP 002263039.1 616

consensus

X non conserved
B similar
> 50% conserved



