
logo MWELVKASGGWI
MMLP I I LVCSS IAVALAGI IAVERLWTLRAPSRVATPAPHLLVGQVWKRWI

KKDKQLSKNEQKLKELRADHSPLGE I LAAGLAN
NTDB id 1155279 ONG87 RS05245 WP 163007608.1 MWELVKSGGWMMLPIIVSSIVALAIIAERLWTLRASRVAPAHLVGQVWRWKKDKQLSKEKLKELRAHSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!**!! !!*!! !!!!!!!*!!! !*!!*!!!!*! !!!!!! !!!!!!!*!!!!!!!!!!!!!

logo SKRHRGRE IMKECS I EEAAASRVI
VHDELERYI

L
N
S
A
TLGTIAAGI

MAPLLGLLGTVI
LGMI E I FGSASFMTGGSAGMVASGNANPGPLVLMAGGI SKAL IVTTA

NTDB id 1155279 ONG87 RS05245 WP 163007608.1 SRHGREIMKESIEEAASRVIHELERYISTLGTIAAMAPLLGLLGTVIGMIEIFGSFTGGAVSGNPGVMAGGISKALVTTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANA.PLLAGGISKALITTA 159
consensus !**!!!!!!!*!!!!! !!*!*!!!!* !!!!!**!!!!!!!!!!*!!!!!! ! ! ** ****!!!!!!!!*!!!

logo

A
SGL IMVAGIPALFFHRFLLLQRR I

VDELVVGMEQEAIKLVEVVQGDRDEVDLAGEEGKA
NTDB id 1155279 ONG87 RS05245 WP 163007608.1 SGLIVAIPALFFHRLLQRRIDELVVGMEQEAIKLVEVVQGDREVDLAEEKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA 210
consensus !!*!*!!!!!!!! ! !!*!!!!!!!!!!!!!!!!!!!!!!*!!!*! !!

X non conserved

X similar

X ≥ 50% conserved


