
logo MRATAGMLALAATGLML
V
C
LLRFWLPQTLPSFLGSWLLVAGLMAGAPGVAGLMLLLAPAFRRWRWHPCLAFLFVLFLGLCVWACLHNAHQWALTDNDGQRLPVAVADLDGQRTFLWLEG

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 MRTAMLALATGMVCLRWLPTLPSLSWLVGMGAGAMLLLAARRWHCALVLLGLCWACLHAHWATNGQLVAALDGQTLWLEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! *!!!!! !***!!*!! !!! !!***** **!!!* ! *! ! !!*!!!!*!*!! !* !!! ! !!!!

logo

E
QVTVGLPADRTNRGDSTVVRFELAEDEAIHWSRHRAGQLPSR I

LRLAWYGGPER I
V
R
VSGERWRLAAVNRLKRPRSAGLMVNPGSAGFDAYEQAWALLAKRGR IGATG

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 EVVGLPATNGSTVRFELAEAWSRRAQLPSRLRLAWYGGPRVVSGERWRLAVNLKRPRALVNPGGFDAQAWALAKGIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! ! !!!!! * *!!*! !!!!*!!!!!!!! * !!!!!!!! !!!! **!!! *!! !! !!* !!!!!

logo

S
T
I
VKAGEQR I

V
A
R
A
E
AAA

S
R
S
G
LAWRDGRLVRQRLLATVDEASHQGQQRAGGATI

LAALLVLVGDGSGLVSRTAQDQWDRVLQADTGTVHLLMVI SGQHVGLMLAGLLY
NTDB id 1155278 ONG87 RS05240 WP 264382344.1 SVKAGQRVRA..ARLAWRDGVRQRLLAVDSQQQGGTLAALLLGDGSGVSRQQWDVLQATGTVHLLVISGQHVGLLAGLLY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus **!!! !* ** !!!! *!!!!! !* * *! *!!!**!!!!!*! ! !!! !!!!!!*!!!!!!!!*!!!!!!

logo

A
G
L
VVALLLAKRLWGI

VWPAQRLWPWLPCWACAGLAFATGALAGYGLWLAGFEQVPVRRAC I
LMI

V
A
G
I
LVLLWRLRFRHLGVWLSPLL ILAFLTVGTVLLMVD

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 GLVALLAKLGVWPARWPWLPCACALAFTGALAYGLLAGFQVPVRRACIMIGLVLLWRLRFRHLGVWSPLLLAFTTVLLVD 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus **! !!!* !*!! ! !!!!*!!*!!! !!!*!! !!!! !!!!!!!*!***!!!!!!!!!!!!!! !!!*! !!*!!

logo PLAVSLQPGFWLSFCVAVAGLVL ILLW I
TFRSGRLGGVPWRSWWQRALWLTRYAQCWACMVALVGLLPAVML

V
A
VLAGLPVS ILSGPLAVNLLAVPWI SLVLVLVPLV

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 PLVSLQPGFWLSFCAVGVLLLTFSGRLGGWRWWQAWTRAQCCVAVGLLPVMVALALPVSISGPLVNLLAVPWISLLVLPV 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !! !!!!!!!!!!*!!**!* ! !!!! * !! ! !!***!*!!!! !* !*!!!!*!!!! !!!!!!!!!*!!*!*

logo ALMALGASFVLLPWVPWLVGEATLLWLAGGALLARGVLFEQLWLATLWAIAEGWGQPASWLAPPSAGLPSLPGWAVWLSLVLVAVI
LGTVLLVLLLPAGTVPLRVWLGTVLPLML

V
A
G
L
P

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 AMAGAVLLPVPWVGETLLWLAGGALRGLFQWLTWAAEWGPSWLPPGLSPGVWLVLVIGVLLLLLPAGTPLRWLGVPMVGL 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !* ! !!*!!!*!! !!!!!!! ! !! ! ! ! ! !!***!** ! ** *! !*!!!!!! !!! !! *****

logo LLFASPDRQSARPEPQVGQRADE I
VWVFLDVGQGLGSVLVRTARDHHAQLLYDATGPGRLYGDEFIDAIGAERSVVFVPSLRVAQLGLVERRLDALMI

M
I
LSHADHLSDHASG

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 LLFSPRQAPPVGQADIWVLDVGQGLGVLVRTAHHQLLYDTGPGLGEIDAGASVVVPSLVALGVRRLDAMIISHAHLDHSG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus !!! ! !* ! !**!! !!!!!! !!!!! *! !!!! !! !* ! ! !! !!! !!* !!! !**!!!* !! !



logo GAGLATI
V
M
QRARLMPVDGAQTVLASGEPDELRLPAALWDQAQRPSCERPTGQRRSWETWDNEQVKNFSVLVWRWPQSATVNPGNPQASCVLMWVEAANGERLLLSTGDIDAAQ

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 GAGTVMRRLPVDQTLAGEPDLLPAAWQAQPCEPGRSWEWDEVKFVLWRWPSAVPGNPASCVLWVEANGERLLLSGDIDAA 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !! * ! *!! ! !!!* !!!! ! *! *! ! ! ! ! *!!!! ! *!!*!!!!! !!! !!!!!!*!!!!!

logo AEKRALVADGSGLMEPVNQAHRWLLQAVPHHGSNRSTSSSAKPVFLLADAVARAPDQAGAL I SRGSHSGHNATFGHPHAPASVLAKRFLQRANALGAIAELTHDTAEDHGALRSLV
NTDB id 1155278 ONG87 RS05240 WP 264382344.1 AEKALVASGLPVQAHWLQVPHHGSRTSSSKPLLDAVRPQAALISRGHGNTFGHPHASVLARFRALGIATHDTAEDGALRV 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!*!!! !**!*!*!! !!!!! *!!! * ! !! * *!!!!! **! !!!!!* !! ! ! !!!!!*!!! *

logo

Q
RLGATFGGPAVQRRMQRDSEQPRRFWREAKPDHP

NTDB id 1155278 ONG87 RS05240 WP 264382344.1 RLGTFGPVQRQRSQRRFWREAPDHP 743
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK.... 741
consensus !! !!* ! ! *!!!!! ****
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