logo

NTDB id 1155084 QML80 RS08845 WP 016252404.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1155084 QML80 RS08845 WP 016252404.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1155084 QML80 RS08845 WP 016252404.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1155084 QML80 RS08845 WP 016252404.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1155084 QML80 RS08845 WP 016252404.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1155084 QML80 RS08845 WP 016252404.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

JEL N Wer el L R TIRL R g

MK I WFL IFVIV \YHEFGHF FA SGILVREF IGMGPK FA [NGKDGEYTIR LPLGGYVRMAGHELWE[{eIN
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT)

""" DN A

SFASlIBDERN VBB'NLSQBQEPQLA

PFEVADSDLEDELY IAGHMVIIG DEIIAYR IVDHDAT EBDGTE RIAP D
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETMMKTYEVDHDATIVEEDGTELRIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE TS KTYEVDHDATIVEEDGTELRIAPKD

¢ MFISIMVMDENN V% \|C CIEVELEN

Dosksksk |1 skokskskskskok |osksksk |oskokokokskskskokokoksk Dsksk Doksksk D11 Dok Dskskk Dok sk | ko
|
|

Ak Lo v

WWMMVWWHWNW§M%W
VQ QEAI WENR TNFAGPIENNFILjNY ANE VRN a[eIe M S|y P NUWS KIBGESRMPD SPINS Q GLKQGDEIKTIANKK

VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI QVANGGAAQVSGLKTGDAIVAINKDKVTDWD
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI QVANGGAAQVSGLKTGDAIVAINKDKVTDWD
AR ES oL AR B QTVTVNéSK FLSAT 0K E o g1
DIRVREBQKNP GJ4SL KWUKY T . BN TKINTERET|ZK T VT VNDEK VG QENERREM Y K\GNeMIM T My T{ee3il VISl T N MESNQEE Q
SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP QNSNS OGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA
SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA

kokokokokokok Dokokokokok | 1 Dokokokok Dok DD Dokokokokokk | )k | ok

TR L A R sl sl ALLS¢N» L ALDCCALYA A AR L

ILKE I\ @8 NKLGGPVAMEQMNSAQWY MWAGLI I L%4M |8 S N GIFNL PIPALDGGK VIENI EAIRRKPLIQYEEIE
TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE
TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE

[
LA LA gt
ILLFL iQ R
eN{IT MGV Lig IMVTWND I[8RIIF F38 422
SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
SYITLAGVAVMVVLMIAVTWNDIMRAFFR 420

sk |okokokkok ok | oskok |okskokskokskokok |okokok Dokok | 1 oskok Dokokokok |k

X non conserved
B similar
>50% conserved

159
157
157

239
236
236

313
312
312

393
392
392



