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NTDB id 358 SMU RS01425 WP 002263523.1 IVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEG..TSQEDIIRACEIAEIRSDIEQMPQGYQTEL.S 660
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NTDB id 247 KZH43 RS00220 WP 000668290.1 EISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEG..TTQEDILRAVELAEIREDIERMPLNYQTELTS 617
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NTDB id 358 SMU RS01425 WP 002263523.1 DGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISNLLQM.TEKTIIFVAHRLSISQRTDEVIVMDQGKI 739
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NTDB id 171 SPR RS00230 WP 000668290.1 DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL..DKTLIFIAHRLTIAERTEKVVVLDQGKI 695
NTDB id 131 SP RS00255 WP 000668284.1 DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL..DKTLIFIAHRLTIAERTEKVVVLDQGKI 695
NTDB id 369 SMU RS04255 WP 002263293.1 GGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKV 567
NTDB id 1154815 OOL12 RS00555 WP 264717771.1 RGVKLSGGQKQRLSIARIFLNNPPILILDEATSALDLESESIIQEALDVLSKDRTTLIVAHRLSTITHADKIVVIENGHI 179
NTDB id 370 SMU RS04260 WP 002263294.1 DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNI 555
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NTDB id 358 SMU RS01425 WP 002263523.1 VEQGTHKELLAKQGFYYNLFN............ 760
NTDB id 421 SGO RS10260 WP 012131060.1 VESGSHKELIEREGFYHHLVNS........... 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 VEEGNHADLLAQGGFYAHLVNS........... 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VEEGKHADLLAQGGFYAHLVNS........... 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 VEEGKHADLLAQGGFYAHLVNS........... 717
NTDB id 206 SPD RS00235 WP 000668290.1 VEEGKHADLLAQGGFYAHLVNS........... 717
NTDB id 171 SPR RS00230 WP 000668290.1 VEEGKHADLLAQGGFYAHLVNS........... 717
NTDB id 131 SP RS00255 WP 000668284.1 VEEGKHADLLAQGGFYAHLVNS........... 717
NTDB id 369 SMU RS04255 WP 002263293.1 VGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
NTDB id 1154815 OOL12 RS00555 WP 264717771.1 VETGTHRELIAKQGAYEHLYSIQNL........ 204
NTDB id 370 SMU RS04260 WP 002263294.1 IEQGSHDQLMAENGFYADLYNSQFTEEVA.... 584
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