o RATAARL AR LT JPAE s AN Wt A

A
NTDB id 1242 CjOO1lc YP 002343483.1 i e i
NTDB id 1154753 0GY80 RS05425 WP 263337731.1 ...t iiii it
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATIAEY]
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATIAEY]
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATAEY
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATIAEY]
consensus K K K K K K K K K K K K K K K K K K KKK KKK KKKKKKkkk ||| kokokokokkokokokokok | | IR R

Rl ML AR et A

NTDB id 1242 CjOO1lc YP 002343483.1 79
NTDB id 1154753 0GY80 RS05425 WP 263337731.1 95
NTDB id 1127 NGFG RS10560 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131

consensus [ (I | Pk DL Dk 1ok |k ok ok ok ok ok ok k % 3k > 3k >k % % %

X non conserved
B similar
>50% conserved



