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NTDB id 1154751 OGY80 RS04770 WP 063068256.1 MIELTRINLLPYREEIKQRKQQQFKILMLGAFAVGLGLAAATYLGIDSAIRNQEGRNNFLQTEIDRLDRELGEIDKLQQE 80
NTDB id 1093 KZH42 RS10320 WP 002214520.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINNQSERNTLLETSIAHLDTELSEIQKLKQE 80
consensus ! ! *!!!!!!!!!* !!!!!!! !! !! !** !!!!! !! ! !! !! ! ! ! *!! !! !! !! !!
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NTDB id 1154751 OGY80 RS04770 WP 063068256.1 KEAFLAKKLKVEELQEKRYQAAYILDSLNTLTPDNTYLTALEAESPTSYKISGHAISDNKIAVMMRSLPSTGIFLQPELL 160
NTDB id 1093 KZH42 RS10320 WP 002214520.1 KDAFLIKKNKIEELQLKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELL 160
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NTDB id 1154751 OGY80 RS04770 WP 063068256.1 SIKKVDNYQEFTLKSSINQVNTPAPAPTAQSSGEMAEPVAEPAPEAQ 207
NTDB id 1093 KZH42 RS10320 WP 002214520.1 SIKKNNSHQEFTLQATLQPIVKAAESKENPASGNAQEAN........ 199
consensus !!!! *!!!!! ***** *!* * * !! !* ********
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