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I LL ILSFLLAPLASACSTQGSSYEDLNTEQWMATQTRQREAKASEKI IPFEQAEPTLVPTLVAPKPPVYNSPPNQFLKTGMPNAFDFSRRLMDETADKPKGEGNAPDTV

NTDB id 1154750 OGY80 RS04760 WP 049344277.1 MKKIILLLSLLPLAACTQSYEDLTQWMTQTRQEAKSKIIPFEEPTVTLPKPYNPPNFKGMNAFDSRRLDTAPKGGNAPDV 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!* !!*! !*! !!*! !!! !! !!! !!! !!!! !!******! !!* !*!!!! !!**! *!! !!!!
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PKETLEAKFSLENMARFYVGI
TLKQSGGQKVSGF I EKAVENDGHYVYTVGYPVGNYI

LGQNYGR I EQS ITDEDKS I IVLNTELQI
VEDSTYGNWVSYRKAE

NTDB id 1154750 OGY80 RS04760 WP 049344277.1 NRPKETLEAFSLENMAFVGTLQSGGKVSGFIKVNDHVYTVYPGNYIGQNYGRIQSITEDKIILTEQVEDSYGNWVYRKAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus !*!!!!! !!!!!! *!! ! !! !!!!!! *!!!! *!!!*!!!!!!! !!!*! !*! ! *!!! !!!! !!!!

logo LLPLNSSKSDEAKDNSTESNQASASADPSASANESNQN
NTDB id 1154750 OGY80 RS04760 WP 049344277.1 LPLSSKEADSSNSSDSSNSN. 180
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAAPAAEQN 181
consensus !*! ! * * * * **
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