
logo MSDENKQKETPNGNEYDVLDTGYEQLKRRNRRRLVLTASGSLVAVASCGI
MLFLAGALALSTSDGDPADDKNSNSPAFKPEQAGPETVGAQSTEQSVKQTADNETAPQSKAVVL

NTDB id 1154743 OGY80 RS02550 WP 049336513.1 MSDNKQKETPNGYDLDGYEQLKRRNRRRLVLASGLVVASGMLFGLALTSGDDKNSPFKEAP.VGQSQVKTADEPSKAVVL 79
NTDB id 1129 NGFG RS01435 WP 003687618.1 MSENKQ.....NEVLTGYEQLKRRNRRRLVTASSLVAASCILLAAALSSDPADSNPAPQAGETGATESQTANTAQ..... 70
consensus !!*!!!***** ! !!!!!!!!!!!!!! !! !! !!**! * !!*! * ! * !** ! * !! * *****

logo

E
TPANKLEKDVAMAEESAAERHANDGAEETAAQDSKPQDNALAGDGEDEDKNAPVEPSVALAKDPNSEREI SAEPEDNVGAEPLVL INDRTLDEDGSNIKGLEESEKR I

LQQRAE
NTDB id 1154743 OGY80 RS02550 WP 049336513.1 EPNKEDVAMAEEAARHADAEAQSKPQNAGDEEDNAPVEVLKPNRESAPEDVGEPLVLINDTLDDGNIKGLEESERIQRAE 159
NTDB id 1129 NGFG RS01435 WP 003687618.1 TPALK......SAAE.NGETAADKPQDLAGEDK....PSAADSEISEPENVGAPLVLINDRLEDSNIKGLEESEKLQQAE 139
consensus ! ****** !! * ! !!! * !* ***** * ! !! !! !!!!!!! !*! !!!!!!!!!**! !!

logo

A
TAKRTEAPAKEQARKRAQERERRQRAQAEKQRVASAATARDKAQAQQESATDEKETNVALVAEAKKPKRASALEQAPKRAPEQKAERETAAEAEKPRNKALAKEQLTEKKTAEKAVADKPK

NTDB id 1154743 OGY80 RS02550 WP 049336513.1 AAKREAAERRAEERRQRQAEQRAAARKAQAQQEADEKENALAAKKRALQARAEKAEREAAAERNKLAQLEKAEKA..... 234
NTDB id 1129 NGFG RS01435 WP 003687618.1 TAKTEPKQAKQR.....AAEKVSATAD.....STD..TVAVEKPKRSAEPKPQKAERTAEAKP.KAKETKTAEKVADKPK 206
consensus !! !* * ***** !! ! ***** !** !* *!! *** !!!! ! ! **! !!! *****

logo

TA
IAEKRKTKSAPDKTANKSKSDSAVKVDKEKAEKKPATDKKAEAGKKVEKPKTANEKADKRPSDEGTAKKAEKADKHVEKTAEQKPTDSEKAKADKPTKATAEEKEKEKAKESAGKAPAGKKAAI

NTDB id 1154743 OGY80 RS02550 WP 049336513.1 .IAERKSA.KNSKDSVKDKAEPTKKAEAKVEKPKNEKAKPETAKAEKADKVKTAEKPSEKAKPKAEKEKAEAKPAKKAAI 312
NTDB id 1129 NGFG RS01435 WP 003687618.1 TAAEKTKPDTAKSDSAVKEAKKADKAEGKK...TAEKDRSDGK......KHETAQKTDKADKTKTAEKEKSGKAGKKAAI 277
consensus * !!* ** !! ! * !!!*! *** !! *** ******!* !! !* !*! *!**!!!!!

logo QAGYAEKERALQSLQRKMKAAGIDSTITE I
VMTDKNGKVYRVKSASNSYKNARDAERDLNKLRVHGIAGQVTNSE

NTDB id 1154743 OGY80 RS02550 WP 049336513.1 QAGYAEKERAQSLQRKMKAAGIDSTITEVMTDKGKVYRVKSASYKNARDAERDLNKLRVHGIAGQVTSE 381
NTDB id 1129 NGFG RS01435 WP 003687618.1 QAGYAEKERALSLQRKMKAAGIDSTITEIMTDNGKVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE 346
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!*!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !
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