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NTDB id 1154735 OGY80 RS00325 WP 263335784.1 CFNMSNFPASAVIEDKSSD..EYTL...KTAGVNKLLPVKEINKLGYAGFAQTGKALLFQYGIDKANPAAKTAIVSSCSG 155
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NTDB id 1154735 OGY80 RS00325 WP 263335784.1 IAKPQTEIKDLAAAKLALKIND..SDQDGSIAIMKHEMIAYAVGKLGEESGLFRFQLSNDGSWSNPQLLIKGITTMDIHY 233
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
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NTDB id 1154735 OGY80 RS00325 WP 263335784.1 IYA.ECPDSENASASGVNTESFDYKNALDISAEAKSPASIQIVLNNGSID.PSKEQDNKVDIYNINATIRGGNVCADRSL 311
NTDB id 1138 NGFG RS02430 WP 003694978.1 IYVSGCPEDEDAGK....EEQFKYTDKFDSS...VTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
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