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NTDB id 1154734 OGY80 RS00320 WP 263335781.1 MRRP...ITLIKPDRQQGYALFIVLMMMVVIALLVVTATQSYNTEQRISTNDADRKLATTLAEAALREGENQIFDIEG.. 75
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!***** ** *! ! ! !!!!!!!*!*!*! !!!!! !!!!!!!!!! !* !!!!! *!!!!!!!!!! !* !*! **
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NTDB id 1154734 OGY80 RS00320 WP 263335781.1 .KKTTFTAKCEKGLCSTPNVKSN........GDFTEEGSPTVDAWKRKCD.......KNLCIDANGTEYPLDKKSGIANN 139
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKG.TGNVSKM 159
consensus * ! !!* !!!!!!* *!!**!********! !*!!!*! !! !******** !!!! *! !!* * *

logo PRYI I EYLGSEKKTNTENGQRI
N
I
TYRVTAKAWGKNANTQVVVLQSYVAGNSENDEQ

NTDB id 1154734 OGY80 RS00320 WP 263335781.1 PRYIIEYLSKTTEGRITYRVTAKAWGKNANTQVVLQSYVASE... 181
NTDB id 1139 NGFG RS02435 WP 003687918.1 PRYIIEYLGEKNN.QNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !!!!!!!! * !!!!!!!!!!!!!! !!!!!!!* ***
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