
logo

MTSGI
MEDI

F
L
E
T
N
A
K
Q
D
I
M
Y
LLDKNRGVLALML

S
V
A
D
E
K
S
T

Q
H
K
D
G
K
G
ASDI

L
I
F
Y
L
I
A
S
T
T
V
AGLAVEP I

P
C
L
Q
S
A
F
L
M
Y

R
K
F
I
L
V
D
S
NGDKVEYILDKLRTPALQVNGSAEFKAETKLPMLDKSGPVAADEGSEDMI

T
V
T
A
R
A
K
Q
E
I
T
L
A
I
L
M
V

Y
D
H
G
A
S
I
M
V
T
M
T
D
N
D
Q
V
E
K
Q
R
A
R
Q
Q
R
A
E
Q
R
I
EF IKTEQREEKNTLHREALMCDNLFSAFVIALVSAILNRADGR

NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFALG 80
NTDB id 1154244 Q0V31 RS16545 WP 298189486.1 ....MDLNAMLKVLSSQDGSDLYLSTGAPPCAKFNGVLKALSAEPLKAGEVAEIADAVMDVAQREEFERELEMNLAISIA 76
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREANFAVVRD 75
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISAR 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNR 76
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NTDB id 1307 DR RS10055 WP 010888596.1 D.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHI 159
NTDB id 1154244 Q0V31 RS16545 WP 298189486.1 G.VGRFRINIFKQRNEVSIVARNIKLDIPKFEDLKLPEVLLKTVMEKRGLVLFVGGTGSGKSTSLAALIDYRNRNSGGHI 155
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHI 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHI 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHI 156
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NTDB id 1307 DR RS10055 WP 010888596.1 LTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPE 239
NTDB id 1154244 Q0V31 RS16545 WP 298189486.1 ITIEDPVEYVHKHKKSIINQREVGVDTRSFHAALKNTLRQAPDVILIGEIRDRETMEHALAFADTGHLAISTLHANNANQ 235
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQ 233
NTDB id 1203 PSJM300 01605 AFN76401.1 ISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQ 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQ 236
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NTDB id 1307 DR RS10055 WP 010888596.1 SIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMV 319
NTDB id 1154244 Q0V31 RS16545 WP 298189486.1 ALDRIINFFPEDRRPQLLNDLGNNLKAFVSQRLVKTVDGKR.RAAVEVLLGTPTIRDLIKRNEFAEIKEIMEKSKNLGMQ 314
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQ 313
NTDB id 1203 PSJM300 01605 AFN76401.1 ALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQ 315
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQ 316
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NTDB id 1307 DR RS10055 WP 010888596.1 TMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYN.SASSSSTGRGGDFGRGAAAPAT 398
NTDB id 1154244 Q0V31 RS16545 WP 298189486.1 TFDQALIDLVNDGSIDEEEAVKNADSANNVRLKL.KLYRETPSAPAVVAAP.APAATAARPAAPAAPAGDWGLELKLEDI 392
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TFDQALYQLVVDDKISEQDALHSADSANDLRLML.KTKRGDDY...GSG..........................SLQNV 363
NTDB id 1203 PSJM300 01605 AFN76401.1 TFDQALYNLYVQGEITYEDALLHADSSNDLRLMI.KLGSETDGEHLTSV..........................S.QGL 367
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TFDQALFDLYDHQHISYADALKHADSPNNLRLQI.KLSEEANKPLDNRE..........................RMSEM 369
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NTDB id 1307 DR RS10055 WP 010888596.1 PAAPAAGRSEPGRAGGFGRR 418
NTDB id 1154244 Q0V31 RS16545 WP 298189486.1 ..EVEQPPEDPGRNGI.... 406
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..KIDME............. 368
NTDB id 1203 PSJM300 01605 AFN76401.1 ..TLEMSDDDPGRSFR.... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..ERKMTFDGQRRNLK.... 383
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