
logo MKHYYAI
LL ITSFLLAVLSACSQGNSDEDELNEWMAQTRREAKAE I IPFQAPTLPVASPVYSPPQLTGLPNAFDFHRRMETADKKGENAPDT

NTDB id 1153557 NB068 RS09910 WP 250314843.1 MKYYAILTSLLVLSACSQNSDELNEWMAQTRREAKAEIIPFQAPTLPVSPVYSPPQLTGLNAFDFHRMETAKKGENAPDT 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!*!!*! ! ! !!!!!! !**!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!*!!!! !!!!!!!!!

logo

K
NRI

VKETLEKFSLENI
MRYVGI LKSDGKQKI

VSGF IVEAEGYVYTVGI
VGNYLGQNYGKR I EQDS ITDEDNS I IVLNEL I EDSTGNWVSRKAE

NTDB id 1153557 NB068 RS09910 WP 250314843.1 NRVKETLEKFSLENIRYVGILKSDKKISGFVEAEGYVYTVGIGNYLGQNYGKIQDITENSIILNELIEDSTGNWVSRKAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus !*!!!!!!!!!!!*!!!!!!!! !*!!!*!!!!!!!!!!*!!!!!!!!!*! !!* !!*!!!!!!!!!!!!!!!!!!

logo LLLNQPSSDKNTDEQTAEAQAAPASAAKEQN
NTDB id 1153557 NB068 RS09910 WP 250314843.1 LLLQPSDKNTDTEQAAASAKEQN 183
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAAP..AAEQN 181
consensus !!!**!!!!!* !***! !!!
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X ≥ 50% conserved


