
logo MNTKLTKI I SGLF IVATAAFQTASAGNITDIKVSSLPNKQKI IVKVSFDKEVIVSNPTGFVTSSPAR IALDFEQTGI SMDQQVL
NTDB id 1153556 NB068 RS09905 WP 250314842.1 MNTKLTKIISGLFIATAAFQTASAGNITDIKVSSLPNKQKIIKVSFDKEVVSPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EYADSPLLNSKI SAAQNSNSRARLVLNLNKPSGQYNTEVRGNEKVWI LF INESSDDTTVSAPVARAPPAAVQKTAVAPRAAPAKQQAAAPSTKSAV
NTDB id 1153556 NB068 RS09905 WP 250314842.1 EYADSLLNKISAAQNSNRARLVLNLNKPSQYNTEVRGNEVWILINESSDTTSAPVRAPAQTVPR................ 144
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
consensus !!!!*!!*!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!*!!!*!!!!*!!*!!!*!******!*****************

logo

SVSEPFTPAKTQQPASAAPFSTESVVSVSAPFSPAAKAQQAAASAKQQATAAPAKQQAAAPAKQTQAAMASPAKQTNIDFRKDSGKNTAGIVI
NTDB id 1153556 NB068 RS09905 WP 250314842.1 ..........TQPSAPFSESVVSVSAPFSPAAAQ......................QTAAMPAKQTNIDFRKDSKNTGIV 192
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGII 232
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
consensus **************!!!*!!!!!!!!!!!!!**!******** * *******!**!!!!!!!!!!!*!!*!!*

logo ELSAALGFSAGQPDIRSQQRHDRHVI IVTLKNHTLTPTATQLQRSLDVADFKTPVQNKVTLRKR I
LNNDTQL I IKTMTATGNWEFL IVNKSVASAAPGRYF

NTDB id 1153556 NB068 RS09905 WP 250314842.1 ELSALGFSGQPDIRQQRDRVIVTLKNHTLTTAQQRSLDVADFKTPVQNVTLRRINNDTQLIIKMTGNWEFINKSVSAGRF 272
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1092 CAD91899.1 1..2286( ) ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 312
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
consensus !!*!!!!*!!!!!*!!*!**!!!!!!!!!*! *!!!!!!!!!!!!!!*!!!*!*!!!!!!!!** !!!!**!!!***!*!

logo TFQI
VLPKKQDNLESSGGLVSNNTAPKTFKTGRKI SLDFQDVEVIRTI LQI LAKESDGTMNIVASDTSVSNGKMTLSLKDVPWDQALDLVMQ

NTDB id 1153556 NB068 RS09905 WP 250314842.1 TFQILPKKQDLESSGLSNTPKTFKGRKISLDFQDVEVRTILQILAKESDTNIVASDTVNGKMTLSLKDVPWDQALDLVMQ 352
NTDB id 1115 OK783 RS00485 WP 003698035.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQ 354
NTDB id 1092 CAD91899.1 1..2286( ) TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 392
NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 400
consensus !!!*!!!!!*!!!*!**!*!!!!*!!!!!!!!!!!!*!!!!!!!!!!!**!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!

logo ARNLDMRQQGNI IVNIAPRDELLAKDKALFLQAEKEDIAEDLGSALYSQNFQLKYKNVEEFRKS I LARLDENI
ADSTTNGSNRNTL ILVSNGRGS

NTDB id 1153556 NB068 RS09905 WP 250314842.1 ARNLDMRQQGNIINIAPRDELLAKDKAFLQAEKEIAELGSLYSQNFQLKYKNVEEFRKILRLDEIDSTNSRNTLLSNRGS 432
NTDB id 1115 OK783 RS00485 WP 003698035.1 ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGS 434
NTDB id 1092 CAD91899.1 1..2286( ) ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRNTLVSGRGS 472
NTDB id 1100 NMB RS09455 WP 002225652.1 ARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRGS 480
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!*!!*!!*!!!!!!!!!!!!!!!!!*!!*!!**!*!**!!!!*!*!!!



logo

A
VL IDPATNTL IVTDTRSVI EKFRKL IDELDVPAQQVMIEAR IVEATADGFASRDLGVKFGYAGTGRTKNKRKLKNEDTSQATFAGWGFVNSGSF

NTDB id 1153556 NB068 RS09905 WP 250314842.1 ALIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEATDGFARDLGVKFGYGGTNR......QTAWGFNSGS 506
NTDB id 1115 OK783 RS00485 WP 003698035.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGF 514
NTDB id 1092 CAD91899.1 1..2286( ) VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGF 552
NTDB id 1100 NMB RS09455 WP 002225652.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGF 560
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!**!************!!*!!!*

logo GGI SAANNGGTGGNTGASGS
D
G
D
R
KWESGVANQETNKINLP I

V
A
TAAANS IASLVRALI SSGALNLELSASEQSLSKPTKTLANPRVLTQNRQKEAK

NTDB id 1153556 NB068 RS09905 WP 250314842.1 GGISAANNGGTGGNTGASSGRWSVNTNINLPVAAAANSIALVRALSSGALNLELSASEQLSKTKTLANPRVLTQNRQEAK 586
NTDB id 1115 OK783 RS00485 WP 003698035.1 GG................GDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAK 578
NTDB id 1092 CAD91899.1 1..2286( ) GG................DDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAK 616
NTDB id 1100 NMB RS09455 WP 002225652.1 GG................DDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAK 624
consensus !! ***!***!*!!!!* !!!!!!*!!!!*!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!*!!!

logo I ESGTYE IPYFQTDVTTSATIASGNSGSGNTSSTTNTTEFLKKAVLGLVTVTPNITPDGQI IMNTVKINKDTSP I
A
D
QCRAVSKGNENQATTIKLC IQSTKSNLDNTQAMVE

NTDB id 1153556 NB068 RS09905 WP 250314842.1 IESGTEIPYQDTSTSGSSTSTTTTFKKAVLGLVVTPNITPDGQIIMNVKINKDTPIDCRVKNEATKCIQTKNLDTQAMVE 666
NTDB id 1115 OK783 RS00485 WP 003698035.1 IESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVE 658
NTDB id 1092 CAD91899.1 1..2286( ) IESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVE 696
NTDB id 1100 NMB RS09455 WP 002225652.1 IESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVE 704
consensus !!!!*!!!***!** ***!!*!**!!!!!!!*!!!!!!!!!!!!!*!!!!!!*!**!***!****!!*!!*!*!!!!!!

<0

logo NGGTL IVGGIYEEENDNGNTLTKI
VPLLGDIPVIGNLFKTRQGNKSKQTSDRRELL I F ITPR I IMDGTVAGSNNSLRYO

NTDB id 1153556 NB068 RS09905 WP 250314842.1 NGGTLIVGGIYEEENGNTLTKIPLLGDIPVIGNLFKTRQNSQSRRELLIFITPRIMDTVGSNLRY. 731
NTDB id 1115 OK783 RS00485 WP 003698035.1 NGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) NGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
NTDB id 1100 NMB RS09455 WP 002225652.1 NGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
consensus !!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!*****!!!!!!!!!!!!* !*!**!!!
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X ≥ 50% conserved


