
logo MFSFFRRKKKQETPALPDEEAQI
VQETAAKAVESEVAQIVEGNIKEDAVESLATESVKGQRAVESAVETVSGSAVEQVKETVAEMPSEAAG

NTDB id 1153548 NB068 RS07440 WP 250314543.1 MFSFFRRKKKQETPAPDEAQIQETAAKAESEVAQIVENIKEDAESLTESVKGQVESAVETVSSAVEQVKETVAEMPSEAA 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!!!!!!!!!!!**!!!*!!!!!! !!!!!!!! !!!!! !!! !!!!! !!!!!!!! !!!!!!!!!!!!!!!!*

logo EAVAEEVAEQAEVVKEAAVETVGETVEQVQEAVAEMPSEAEEAAEKAAEQRVEASAKEAVAETVGSEAVEGQVQEAVAPTTEEHLKL
NTDB id 1153548 NB068 RS07440 WP 250314543.1 EVAEEVAEQAEVVKEAAVETVGETVEQVQEAVAEMPSEAEEAAEKAAEQVEAAKEAVAETVSEAVEQVQEAVAPTEELKL 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAE............................................RVESAKEAVAETVGEAVGQVQEAVATTEEHKL 116
consensus ! !!******************************************** !! !!!!!!!!! !!! !!!!!!!*!!!*!!

logo

G
SWAARLKQGLATKSRDKMAKSLAGVFGGGQIDGEDLYEELETVL ITGSDMGMEATEYLMKDVRDGRVSLKGLKDGNELRGALKDE

NTDB id 1153548 NB068 RS07440 WP 250314543.1 SWAARLKQGLTKSRDKMAKSLAGVFGGGQIDEDLYEELETVLITSDMGMEATEYLMKDVRDRVSLKGLKDGNELRGALKD 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 GWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKE 196
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*

logo ALYDL IKPLEKPLVLPETKEPFVIMLAGINGAGKTTS IGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGEGRNNVTVI
NTDB id 1153548 NB068 RS07440 WP 250314543.1 ALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGERNNVTVI 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 ALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVI 276
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo SQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE IKKVKRVLQKAI
MPDGAPHE I IVVLDANIGQNAVNQVKA

NTDB id 1153548 NB068 RS07440 WP 250314543.1 SQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAMPDAPHEIIVVLDANIGQNAVNQVKA 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 SQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKA 356
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!

logo FDDALGLTGL IVTKLDGTAKGGI LAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD
NTDB id 1153548 NB068 RS07440 WP 250314543.1 FDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 461
NTDB id 1118 NGFG RS11455 WP 003696286.1 FDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


