
logo MCYI
TRKRQQGFTL ITELL IVMAVIAATIMAMTIAFLPNSMSGQWIASRR I

VASTHQAEQI
VANLLRFSRGEAVRLNI

LPVYICPVQVKKDGATAPN
NTDB id 1153533 NB068 RS03375 WP 250314908.1 MYIRRQQGFTLIELLIVMVIATIMAMIAFPSMSQWIASRRVATQAEQIANLLRFSRGEAVRLNIPVYICPVQVKKDGTAN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !* !*!!!!!! !!!!!! !! !!! !! ! !! !!!!!!*!**!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!! *!

logo NKRCDFSKKEGQRGMLAFGDKNGDNKAYDGGNDTVDVFS ILRSVVLNDDI
T
D
KDKSR INYATFNHI

VAFGQSASQPTVADRVVWTFNQNGTFGYLTNP
NTDB id 1153533 NB068 RS03375 WP 250314908.1 NKCDFSKKEQGMLAFGDKNGDKAYGGDTVDVSIRSVVLNDDIKDKRINYTFNHVAFGQAQPVADRVVWTFNQNGTFGYTN 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLND.TDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
consensus !*!!!!!! !!!!!!!!!! !!! !!!!! *!!!!!!!* ! !!!! !!!*!!! !! !!!!!!!!!!!!!!!! *

logo DQNLKTDSKNSKRFSVYSDGYIQIVLTDARAVSDADKKFRSAVVL IDNSSGRVEVCPRKRGNDQTRATMVCKQHYK
NTDB id 1153533 NB068 RS03375 WP 250314908.1 DQNLTSKSRFSYSDGYIQIVLTDARAVSDADKKFRSAVVLIDSSGRVEVCPRGDQRTMCQYK 222
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus !!!! !*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!** ! ! *! **

X non conserved
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X ≥ 50% conserved


