
logo MNKNNDCCFLRLKNPQSGMTAL I EVLVAMF
LVLTIG I LALLSVQLRTVTASVREAETQTIVSQITQNLMEGMLMINPTIGDSDSNKKN

NTDB id 1153532 NB068 RS03370 WP 250314055.1 MNNNDCCRLKNPQSGMTLIEVLVAMFVLTIGILALLSVQLRTVTSVREAETQTIVSQITQNLMEGMLINPTIGSDSNKKN 80
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
consensus !*!!!!*!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!
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L IKSTKGKTQDLAEKAQLKDRFSGYELKNQALPDAAVAIHRYAVCKDASSGKNDAPTLSDGSGNATFSSNCD

NTDB id 1153532 NB068 RS03370 WP 250314055.1 YNLYTGSYTP....SSSDGDFTLNNLKTKKDLAKAQLDRFGYELKNALPDAAAIHYAVCKDASGNAPTLSDSGAFSSNCD 156
NTDB id 1137 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSG.NTFSSNCD 155
NTDB id 1121 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSG.NTFSSNCD 155
NTDB id 1087 NMV RS07485 WP 014574103.1 YNLYMGNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLSG.NAFSSNCD 159
consensus !!!!*!** * ***!!!!***** *!**!!*!!!*!!*!!!!*!!!!! !!*!!!!!!*!!*!!!!!* * !!!!!!
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K
NKANGDTL IKVLWVNDSEAGQDQSDIDSFSRTNLKETVHSGDNSNIVYTYQARVGGQRE

NTDB id 1153532 NB068 RS03370 WP 250314055.1 NKANGDTLIKVLWVNDSEGQQDIDSTNLKTHGNNIVYTYQARVGGQE 203
NTDB id 1137 NGFG RS02425 WP 003694976.1 KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1087 NMV RS07485 WP 014574103.1 NKANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
consensus !!!!!!!!!!!!!!!!*!**!!**!!!***!*!!!!!!!!!!!!*!
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