
logo MKRRKI
MLNTVPKDGGYDGMKGFTIVEFLVAGLLSMVIVL IMAVGVSSYFTSRKLNDAANENRLASAEQQDLRNAATL IVRDARMAGNSFG

NTDB id 1153531 NB068 RS03365 WP 250314054.1 MRRKILTVPKDGYDGMKGFTIVEFLVAGLLSMIVLMAVGSSYFTSRKLNDAANNRLSAQQDLRNAATLIVRDARMAGNFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !*!!*! !!! !!!!!!!!!!!!!!!!!!!!*!!!*!! !!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!! !!

logo CFNMASEVHNI
S
G
S
K
N
A
DVVFDNKVATEQKDNALFLFASLKKRGNSTNNSLTDNKL IP I

V
A
TESPTDNIKNYPQGNFFSQSVGSKSAL I FQYGIDDLVDASADETTVVVSSCASA

NTDB id 1153531 NB068 RS03365 WP 250314054.1 CFNMAVNSSKAVVFDKTEKDLFFALKKG...NLDKLIPVAESTDIKYPGFSQSGKALIFQYGIDDLDASAETVVVSSCSA 157
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAA 160
consensus !!!! * !!! ! ! !!* *** !!!!* !!* ! !* ! ! !!!!!!!!!!*!!!!*! !!!!! !

logo IASKPGKKQIPSTLEGENAKKSELKNIQTNSDDKEKQNGNIATRQKRHEVVNAYAVGKS IASGEEGLFRFQLDKDKNGKQWGNPQLLAVKKI
V
K
N
K
RMDRI

VRY
NTDB id 1153531 NB068 RS03365 WP 250314054.1 IAKPGKKISTLGEAKSELNIT..DDKQNGNITRQKHEVNAYAVGSISGEEGLFRFQLKDNGQWGNPQLLVKKINKMDIRY 235
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
consensus ! !!!! !*!! !! !! ! **! !!!!! !!*! !!!!!!! ! !!!!!!!!!! ! ! !!!!!!! !!* *! *!!

logo IYVSDGCPELDREDADGKEVEKQFKYTDKTFDSTSQAAVTPAEGVE I
VLLDNSGSDAKFIAASASDNEI IVYAYR INATIRGGNVCANRTL

NTDB id 1153531 NB068 RS03365 WP 250314054.1 IYVSDCPLREDDGKVEKFKYTDTFDTSQAAVTPAEVEILLNSG...KFAASADNEVYAYRINATIRGGNVCANRTL 308
NTDB id 1138 NGFG RS02430 WP 003694978.1 IYVSGCPEDEDAGKEEQFKYTDKFDSS...VTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!! !! !! !! ! !!!!! !!*!***!!!! !!*!! !!***! !!! !! *!!!!!!!!!!!!!!!!!!!!
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