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TAAQSYNTEQR I SANDESDRKLALSLAEAALRDEGEFLHQVLDLEYTA
NTDB id 1153530 NB068 RS03360 WP 250314053.1 MRKQNALMKVSLPYRQKGFALFIVLMVMIVVAFLVVIAAQSYNTEQRISANDSDRKLALSLAEAALRDGELHVLDLE... 77
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!!!! ! ** * !*! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!! *!!!!!***
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KVTFSENCETDKGLCTAPVDNVRTNTNTNGNPENEKVFGNITVVEQGNTPKTVEAVWKRFSCPANKNSGKNSATGNLC IDNQGKVEYEGKGTVEGGNVSKMP

NTDB id 1153530 NB068 RS03360 WP 250314053.1 EKEVTFSENCTDGLCTAPDVRTTT.GPNEKFGNITVEGNPKVEAWKRFCPNNS....ANLCID.QGKEYGKGVEGVSKMP 151
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTGNVSKMP 160
consensus * !!!!!!! !!!!!* !!! *!* ! !!!! ! ! ! !!! !! !! !**** !!!!*!! !! !! !!!!!

logo RYI I EYLGEEKNNSQRNI
VYRVTAKAWGKNANTAVVVLQSYVGSNNDEQ

NTDB id 1153530 NB068 RS03360 WP 250314053.1 RYIIEYLGEENSRNVYRVTAKAWGKNANTAVVLQSYVSNNDEQ 194
NTDB id 1139 NGFG RS02435 WP 003687918.1 RYIIEYLGEKNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !!!!!!!!! ! !*!!!!!!!!!!!!!! !!!!!!! !!!!!
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