
logo MELRQTDEFAQAAAQRAAIRFLERYAGSGNSEVLANCTERLFQALQNGHSF IRLSGSDGEADGALPSALAPVVGTSAAPL I LEGRRL
NTDB id 1153526 NB068 RS02295 WP 250313919.1 MERQTDEFAQAAAQAAIRFLERYAGSGSEVLANCTERLFQALQNGHSFIRLSSGEAGALPALAPVVGTSAAPLILEGRRL 80
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRL 80
consensus !! !!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !! !!*!!!!!!!!!!!!!!!!!!!!

logo FLGRMWQLEYDLAAVE IKRLAAAGTSAPDAAGARQNLAKWFQGATGSEGQRDAAALALLQFSFMVITGGPGTGKTTTVAKLLA
NTDB id 1153526 NB068 RS02295 WP 250313919.1 FLGRMWQLEYDLAVEIKRLAAAGTSAPDAAGARQNLAKWFQGTGSEGQRDAAALALLQSFMVITGGPGTGKTTTVAKLLA 160
NTDB id 1134 OK783 RS03985 WP 010358120.1 FLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLA 160
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo L ICGEDNENLPHNIALAAPTGKAAAHMARALHRAS INGFDAPEATVRRHLLKLEGQTVHRLLKLRSPPKMQAAFDNHP I
V
R
YPLPFDI

VL
NTDB id 1153526 NB068 RS02295 WP 250313919.1 LICGEDENLPNIALAAPTGKAAAHMARALHRAINGFDAPETVRRHLLKLEGQTVHRLLKLRPPKMQAAFNPVYPLPFDIL 240
NTDB id 1134 OK783 RS03985 WP 010358120.1 LICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVL 240
consensus !!!!! !!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!! * !!!!!*!

logo

I
V
I
VDEASMLDTALMLQLLKAVKTGARVI LLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLA

NTDB id 1153526 NB068 RS02295 WP 250313919.1 VIDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLA 320
NTDB id 1134 OK783 RS03985 WP 010358120.1 IVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLA 320
consensus **!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPSDELEHSECRSLPNAQRVERLYRATHKAYWQAVDKDEGNI EASAYAGI
NTDB id 1153526 NB068 RS02295 WP 250313919.1 QNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFSDELEHSECRLNAQVERLYRTHKAYWQAVDEGNIESAYAGI 400
NTDB id 1134 OK783 RS03985 WP 010358120.1 QNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! *!! !!!!!! !!!!!!!! *!!!! !!!!!

logo SDIVVLAAWRQDAEDFNEAYCSHYVRRKMRNIPEHLQAYFAGEP IMIRQNDYALELFNGDI
VGL IMDEDVGQRPQGSLASAYFAPDATDG

NTDB id 1153526 NB068 RS02295 WP 250313919.1 SDIVVLAAWRQDAEDFNEAYCSHVRRKRNIPEHQAYFAGEPIMIRQNDYALELFNGDVGLIMDDVQRPGSLSAYFPDTDG 480
NTDB id 1134 OK783 RS03985 WP 010358120.1 SDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADADG 480
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!*!! !*!!! !!!*! !!

logo FKKVAVSCLPDEFEPAFAMTVHKSQGSEYREVWLLPPSADAPSDNEEGDDALSGLSKRELLYTAITRAKREKFVFFGGEKEKTFCRQAAV
NTDB id 1153526 NB068 RS02295 WP 250313919.1 FKKVAVSCLPDFEPAFAMTVHKSQGSEYREVWLLPPSAAPSNEEDDALSGLSRELLYTAITRAKEKFVFFGGEETFRQAA 560
NTDB id 1134 OK783 RS03985 WP 010358120.1 FKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQAV 560
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!! ! !!!!!!!!*!!!!!!!!!!*!!!!!!!! !!*!!



logo

A
NTVKVRQTALGNSMLEKRVFSQEG

NTDB id 1153526 NB068 RS02295 WP 250313919.1 ATVKVRQTALGNMLKRVFSQG 581
NTDB id 1134 OK783 RS03985 WP 010358120.1 NTVKVRQTALGSMLERVFSQE 581
consensus !!!!!!!!!! !! !!!!!
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