
logo MSENKQNEVLSTGYEQLKRRNRRRLVTASCSLVAASC I
LLLAAALSSDPADENSNPPAAPPQATDGETGASMTENSQATANSTAVQTPATLKSAASEGN

NTDB id 1153521 NB068 RS00990 WP 250313740.1 MSENKQNEVLSGYEQLKRRNRRRLVTASCLVAASCLLLAAALSSDPAENPPAAPTDETGSMENQAASTVQTPTLKSASEG 80
NTDB id 1129 NGFG RS01435 WP 003687618.1 MSENKQNEVLTGYEQLKRRNRRRLVTASSLVAASCILLAAALSSDPADSNPAPQAGETGATESQTANTAQTPALKSAAEN 80
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!* *!!** !!! ! ! ! ! !!! !!!! !

logo

G
VEPTAADKPQDLAGSEDEKQAPPSAADNSEGI SEPEDNVGAPLVI

L INDRLDEDSNIKGLEESSAEKPKQEEAAEKLPQQAETAKTAEPKQAKQR
NTDB id 1153521 NB068 RS00990 WP 250313740.1 VEPAADKPQDLASEEQAPAADNGISEPEDVGAPLVIINDRLDDSNIKGLESSAKPKQEEAAEKPQQAETAKTAPKQAKQR 160
NTDB id 1129 NGFG RS01435 WP 003687618.1 GETAADKPQDLAGEDKPSAADSEISEPENVGAPLVLINDRLEDSNIKGLEESE.........KLQQAETAKTEPKQAKQR 151
consensus !*!!!!!!!!! !* **!!! !!!!! !!!!!!*!!!!!*!!!!!!!! ! *********!*!!!!!!!! !!!!!!!

logo AAEKVPSATTADSTDTVAVEKPKRSTAEPTKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK
NTDB id 1153521 NB068 RS00990 WP 250313740.1 AAEKVPTTADSTDTVAVEKPKRTAETKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK 240
NTDB id 1129 NGFG RS01435 WP 003687618.1 AAEKVSATADSTDTVAVEKPKRSAEPKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK 231
consensus !!!!!* !!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AEGKKTAEKDHRSDGKKHETAQKSTDKADKTKTAEKEKSEGKASGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITE IMTDNG
NTDB id 1153521 NB068 RS00990 WP 250313740.1 AEGKKTAEKDHSDGKKHETAQKSDKADKTKTAEKEKSEKSGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNG 320
NTDB id 1129 NGFG RS01435 WP 003687618.1 AEGKKTAEKDRSDGKKHETAQKTDKADKTKTAEKEKSGKAGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNG 311
consensus !!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE
NTDB id 1153521 NB068 RS00990 WP 250313740.1 KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE 355
NTDB id 1129 NGFG RS01435 WP 003687618.1 KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE 346
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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