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NTDB id 416 SGO RS10505 WP 012131078.1 .MIFTIILSLFPVIIQVFSYDFFYNKINRKKKINIKLIILFWGLIMVISFLYSLFLLLPDYWKIFRDIFHYLFLLIQPLI 79
NTDB id 1152619 NBW44 RS07580 WP 284346641.1 MDLLKILIVILHILILSNSYELIC.....KVTKKEKYLFIFGVF..LAQSIVE....ILFYFISLHGLGM..EKISFISV 67
NTDB id 486 SM12261 RS09375 WP 020902616.1 MDFLAVLVVILHIFIISKSYYLIC.....KNKINIKELCFFGGYTFLVESVFE....LSFYFIYLDGLGI..EKFLFPLV 69
NTDB id 138 SP RS11430 WP 000364845.1 MDLLGFGTVIVHFLIISHSYRLIC.....KGRINRKELYVFGAYTLLTEIVLE....FSFYLLYLDKIGI..ERFLFPLG 69
NTDB id 249 KZH43 RS10250 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFIC.....KGQINRKELFVFGAYTLLTEIVFD....FPLYILYLDGLGI..ERFLFPLG 69
NTDB id 208 SPD RS10925 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFIC.....KGQINRKELFVFGAYTLLTEIVFD....FPLYILYLDGLGI..ERFLFPLG 69
NTDB id 174 SPR RS10405 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFIC.....KGQINRKELFVFGAYTLLTEIVFD....FPLYILYLDGLGI..ERFLFPLG 69
NTDB id 514 SMSK321 RS10615 WP 001048129.1 MNLFGVGLVIVYFLIISHSYRLIC.....KGQINRKELYVFSAYILLTEIVLD....FPSYLLHLDDLGI..VKFLFPLV 69
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NTDB id 416 SGO RS10505 WP 012131078.1 FYKYFLIKRKEYENYLNLFLSFVIYLSVETSETFLSVIISSITGDSFVKQHYDIFYIIINLLSLFIILKVVDFFDFYFEY 159
NTDB id 1152619 NBW44 RS07580 WP 284346641.1 IFVYL.IGFKKYHKYKAIFISLLLSLLYQSTHTFIAVIISSITGVSFVTKYEDFFFVIVLLLTYFVIKKIIFYFHLEINY 146
NTDB id 486 SM12261 RS09375 WP 020902616.1 LYSYF.RFIKKYEKYRGVFLSLLLSLLYNSTHTFLSVTLSSIIGDDTALQYHSLFFLVVVALTYVVIVTIIRYFHLELNY 148
NTDB id 138 SP RS11430 WP 000364845.1 LYSYF.RWMKQYERDRGLFLSLLLSLLYESTHNFLSVIFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAY 148
NTDB id 249 KZH43 RS10250 WP 000362880.1 LYSYF.RWMKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAY 148
NTDB id 208 SPD RS10925 WP 000362880.1 LYSYF.RWMKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAY 148
NTDB id 174 SPR RS10405 WP 000362880.1 LYSYF.RWMKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAY 148
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LYSYF.RWIKQYERDRGLFLSLLLSLLYESTHNFLSVTLSSLTGDNFVLQYYEPFFFLVTVLTYVVILKIIHYFHLDLNY 148
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NTDB id 416 SGO RS10505 WP 012131078.1 YKEPIYKNDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQYEKAKEIQQKKEEQRQ 239
NTDB id 1152619 NBW44 RS07580 WP 284346641.1 FDKDYLYPFFKKVIFAFFTLHILLFISDIVNIHEHFYSFSSILATIVFICLLLILFAMNANKVQVEREIALNQKKFEQLY 226
NTDB id 486 SM12261 RS09375 WP 020902616.1 FDKDYLYPFLKKVFFALLLLHVVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEKMEKEIALKQKKFEQKH 228
NTDB id 138 SP RS11430 WP 000364845.1 FDKDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKH 228
NTDB id 249 KZH43 RS10250 WP 000362880.1 FDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKH 228
NTDB id 208 SPD RS10925 WP 000362880.1 FDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKH 228
NTDB id 174 SPR RS10405 WP 000362880.1 FDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKH 228
NTDB id 514 SMSK321 RS10615 WP 001048129.1 FDKDYLYPFLTKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKDQMEKEIALKQKKFEQKH 228
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NTDB id 416 SGO RS10505 WP 012131078.1 LQLYTDEIVGLYNEIRGFRHDYAGMLTSLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRSVLIQ 319
NTDB id 1152619 NBW44 RS07580 WP 284346641.1 LQNYTDEIVSLYNEIRGFRHDYAGMMVSIQTAIDSKDLQEIDRIYNEVFVKANHKLRSDKYTYFDLNNLEDSALRSVIAQ 306
NTDB id 486 SM12261 RS09375 WP 020902616.1 LQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQ 308
NTDB id 138 SP RS11430 WP 000364845.1 LQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQ 308
NTDB id 249 KZH43 RS10250 WP 000362880.1 LQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQ 308
NTDB id 208 SPD RS10925 WP 000362880.1 LQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQ 308
NTDB id 174 SPR RS10405 WP 000362880.1 LQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQ 308
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQ 308
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NTDB id 416 SGO RS10505 WP 012131078.1 TIFKARECGVEIVFEMKDVIETLPMKLLDLVRVASVLLNNAVEGAAE...SPSKTMNVSLVKLDKEIVFVIQNSRQSRYI 396
NTDB id 1152619 NBW44 RS07580 WP 284346641.1 SIANARVHNIEYTLEVKDIISPLSMELLDLVRVMSILLNNALILRNILQKAYNSGLSALS.................... 366
NTDB id 486 SM12261 RS09375 WP 020902616.1 SIVYARNNGVEFTLEVKDKITKLPIELLDLVRIMSVLLNNAVEGSAD...SYKKQMEVAVIKMETETVIVIQNSCKMTMT 385
NTDB id 138 SP RS11430 WP 000364845.1 SIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSAD...SYKKQMEVAVIKMETETVIVIQNSCKMTMT 385
NTDB id 249 KZH43 RS10250 WP 000362880.1 SIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSAD...SYKKQMEVAVIKMETETVIVIQNSCKMTMT 385
NTDB id 208 SPD RS10925 WP 000362880.1 SIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSAD...SYKKQMEVAVIKMETETVIVIQNSCKMTMT 385
NTDB id 174 SPR RS10405 WP 000362880.1 SIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSAD...SYKKQMEVAVIKMETETVIVIQNSCKMTMT 385
NTDB id 514 SMSK321 RS10615 WP 001048129.1 SIVYARNNGVEFTLEVKDIITRLPIDLLDLVRIMSVLLNNAVEGSAD...SYKKQMEVAVIKMETETVIVIQNSCKMTMT 385
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NTDB id 416 SGO RS10505 WP 012131078.1 NLEEIYEVGFSTKGENRGLGLNNVKEIIDKYDEVILETDIETNYFIQVVRFKRKEKI 453
NTDB id 1152619 NBW44 RS07580 WP 284346641.1 ......................................................... 366
NTDB id 486 SM12261 RS09375 WP 020902616.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 138 SP RS11430 WP 000364845.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 208 SPD RS10925 WP 000362880.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 174 SPR RS10405 WP 000362880.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
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