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NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNG..KTTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 1152618 NBW44 RS07565 WP 250307830.1 .MKKIQNISKKIGQLLLIILISFFSGVLGSLTILQLNQKQE.TN.TQNSTTITQTSVKNENSTTKAVDKVKDAVVSIITY 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKST.ESTSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.VNNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.VNNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.VNNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.VNNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
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NTDB id 381 SMU RS09890 WP 002262650.1 QKTDN.SYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSD 157
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDAIFDNNN....S..GNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSD 153
NTDB id 1152618 NBW44 RS07565 WP 250307830.1 SANSQNSLFGYGE....SDTDTNTEQVSSQGSGVIYKKDGEYAYIVTNTHVINGAKKVDVRLADGTKVPGEIVGTDTYSD 153
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNSVFGND......DTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNSVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNSVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNSVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNSVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
consensus ************ ******* ****!!!!!!*!****!!*!!!*!!***!*!*******!*!!*!**!!*!!*!!

logo

L
I
S
AVI

V
R
KIPSASDKEYKVKSTANTI

VAEFAGNDSDSQKI
L
K
TVGEPTAIA IGSPLGSDEYANSTVTEQGIVSSLSNRTNVTSSLQRKNSENDGEQTAIASTNQKAIQTDATAINPG

NTDB id 381 SMU RS09890 WP 002262650.1 LAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPG 237
NTDB id 425 SGO RS10525 WP 012131081.1 ISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPG 233
NTDB id 1152618 NBW44 RS07565 WP 250307830.1 IAVVKISSEKVSAIAEFGDSSQLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRTVSLKSEDGQAISTKAIQTDTAINPG 233
NTDB id 539 SM12261 RS09395 WP 000681587.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 256 KZH43 RS10270 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 215 SPD RS10945 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 181 SPR RS10425 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 145 SP RS11450 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
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NTDB id 381 SMU RS09890 WP 002262650.1 NSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDT 317
NTDB id 425 SGO RS10525 WP 012131081.1 NSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDR 311
NTDB id 1152618 NBW44 RS07565 WP 250307830.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPSNDAIKIIEQLENNGKVTRPALGIQMVNLSNLSTTDLQK 309
NTDB id 539 SM12261 RS09395 WP 000681587.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRR 308
NTDB id 256 KZH43 RS10270 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
NTDB id 215 SPD RS10945 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
NTDB id 181 SPR RS10425 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
NTDB id 145 SP RS11450 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
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NTDB id 381 SMU RS09890 WP 002262650.1 LKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTS 397
NTDB id 425 SGO RS10525 WP 012131081.1 LKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKST 391
NTDB id 1152618 NBW44 RS07565 WP 250307830.1 LKLPDGITSGVAVRSVQSNMPANGHLEKYDVITKVDGNPITSATELQNALYSHSVGDEMTITYYRNGKEETTTIKLDKST 389
NTDB id 539 SM12261 RS09395 WP 000681587.1 LNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSS 388
NTDB id 256 KZH43 RS10270 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 215 SPD RS10945 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 181 SPR RS10425 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 145 SP RS11450 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
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NTDB id 381 SMU RS09890 WP 002262650.1 QDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 DDLSSE 397
NTDB id 1152618 NBW44 RS07565 WP 250307830.1 NDLDY. 394
NTDB id 539 SM12261 RS09395 WP 000681587.1 GDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 GDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 GDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 GDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 GDLES. 393
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