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V IVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FAHI
TGKDGTAVYTIRLI LPLGGYVRMAGWSGEDATTE IKT

NTDB id 1152611 NBW44 RS06780 WP 250307714.1 MIGLLTFILVFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFAHIGKDGTAYTIRLLPLGGYVRMAGWSEDATEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !****!!*!*!**!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!*!!!!!!!!!!!!*!!*!!!!!

logo GTSPVASLTLDGQKDGKVKRR INLSGDKRKQI
VDQTALPMQNVTQAFYDFLEDKLFTITGLVLEGEETKTFYSEVDHDATIVEAEDGTEVLR IAPLKDVQY

NTDB id 1152611 NBW44 RS06780 WP 250307714.1 GTPVSLTLDQDGKVKRINLSGKKIDQTALPMQVTQFDFEDKLFITGLVLEEEKTFSVDHDATIVEADGTEVRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!!**!!!!*!!!!!****!!!!!!!*!!**!*!!!!*!!!!!!*!*!!**!!!!!!!!!*!!!!*!!!!*!!!!
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NTDB id 1152611 NBW44 RS06780 WP 250307714.1 QNATVWGKLITNFAGPMNNFILGVIVFWILIFMQGGVRDTQTNNFSIIPDSAIAKAGVDNTAQITKVGSHEISNWSDLIQ 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!**!!*!!!!!!!!!!!!!!!!*!!*!!*!*!!!!*!!*!!********!****!******!**********!**!**
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NTDB id 1152611 NBW44 RS06780 WP 250307714.1 AVEAETKDKT.APVLD.VTVSENGTEKQITVTPEENQGRYILGVQPSLKSDIWSMFMGGFTSAADSALRILNALKSLIFQ 318
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!********!*******!!*!**!*!*!***!!*!*!!!*!*!!********!!!**!***!**!!**!!*!!**
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NTDB id 1152611 NBW44 RS06780 WP 250307714.1 PDLNKLGGPVAIFKASSDAAKNGLENVLFFLAMISINIGIFNLIPIPALDGGKIVLNIIEAIRRKPLKQEIETYVTLVGV 398
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
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NTDB id 1152611 NBW44 RS06780 WP 250307714.1 VIMVVLMLAVTWNDIMRTFF 418
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
consensus **!!!!!*!!!!!!!!!*!!
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