
logo MIHNDLIFYFFLVGAS I FLASFLGLVIDRFPEQS I I FQSPSASHCDSCHQTPRLRPLDL IPFI LSQVFNHRFCRCRYCKASVPSRYPVWYVAFLLFELSGLG
NTDB id 1152606 NBW44 RS05510 WP 250307538.1 MIHLYFFLVGAIFASFLGLVIDRFPEQSIIFPASHCDSCQTRLRPLDLIPFLSQVFNRFRCRYCKSSYPVWYV.FELSLG 79
NTDB id 496 SM12261 RS02330 WP 000608383.1 MINIYFFLVGSILASFLGLVIDRFPEQSIIQPASHCDSCHTPLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAFFELGLG 80
NTDB id 524 SMSK321 RS08155 WP 000565601.1 MIDIYFFLVGSILASFLGLVIDRFPEQSIISPASHCDSCQTRLRPLDLIPILSQVFNHFRCRYCKAPYPVWYALLELGLG 80
NTDB id 156 SP RS08975 WP 000565004.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTPLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELSLG 80
NTDB id 266 KZH43 RS07930 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLG 80
NTDB id 225 SPD RS08500 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLG 80
NTDB id 191 SPR RS08095 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLG 80
consensus !!**!!!!!!*!*!!!!!!!!!!!!!!!!!**!!!!!!!*!*!!!!!!!!*!!!!!!*!*!!!!!**!!!!!***!!*!!

logo LLFLSALEWYSLVWEGFWLLTSLSGQVVI L ITAGLTLGIYDFHRHQEYPLLVWLMI
TFQHI

L
F
I LMI FAFSCSSGWSNLAIVMALVFSLFLAVI LG I ILAHF IDIR I

MGAGDFL
NTDB id 1152606 NBW44 RS05510 WP 250307538.1 LLFLAESVGFLTLGQVILITAGLTLGIYDFRHQEYPLLVWLIFHLFLMFFCSWNLAMAFLLILGIIAHFIDIRIGAGDFL 159
NTDB id 496 SM12261 RS02330 WP 000608383.1 LLFLAWSLGWLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHIILMAFCGWSLIMLFFLVLGIIAHFIDIRMGAGDFL 160
NTDB id 524 SMSK321 RS08155 WP 000565601.1 LLFLSYSWGFLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILMASSGWNLVMVFFLALGILAHFIDIRMGAGDFL 160
NTDB id 156 SP RS08975 WP 000565004.1 LLFLLYSWGWLSLGQVVLITAGLTLGIYDFHHQEYPLLVWMTFQLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 266 KZH43 RS07930 WP 000565010.1 LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 225 SPD RS08500 WP 000565010.1 LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 191 SPR RS08095 WP 000565010.1 LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
consensus !!!!**!***!*!*!!*!!!!!!!!!!!!!*!!!!!!!!!**!***!*****!*!*!***!*!!!*!!!!!!!*!!!!!!

logo FLASCSAI
L
I
VFSAPVTELL I L IQFASTAMTGI LAFLLQKKKKERLPFVPFLLFLATACLTVI I LFGKLLL IVG

NTDB id 1152606 NBW44 RS05510 WP 250307538.1 FLASCALIFSPTELLILIQFASTTGILAFLLQKKKKRLPFVPFLLFATCTIILGKLLLIG 219
NTDB id 496 SM12261 RS02330 WP 000608383.1 FLASCSIVFSVTELLILIQFASAMGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV. 219
NTDB id 524 SMSK321 RS08155 WP 000565601.1 FLASCALVFSATELLILIQFASATGILAFLLQKKKERLPFVPFLLLATCVIIFGKLLLV. 219
NTDB id 156 SP RS08975 WP 000565004.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLATCLIIFGKLLLV. 219
NTDB id 266 KZH43 RS07930 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV. 219
NTDB id 225 SPD RS08500 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV. 219
NTDB id 191 SPR RS08095 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV. 219
consensus !!!!!***!!*!!!!!!!!!!!**!!!!!!!!!!!*!!!!!!!!!*!*!*!!*!!!!!*

X non conserved

X similar

X ≥ 50% conserved


