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NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSR....NFENKDTALKQSTSENNSLS.KLEDVQVKD 75
NTDB id 300 STER RS07485 WP 011681496.1 ......MKEKILAYVKDNRL.FVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKT 73
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILDKLKEYWK.IMLLVVCALIAGGIFYIFTNSPKPA.ETLSVENLSS....SST.......KSSVSKFNS 60
NTDB id 1152598 NBW44 RS04165 WP 250307320.1 .......MEELIEKIKEYKI.IVICASLGMVLGGFFLLKPVSQTPT.KESNLQTEVTTVSKDST.......DEKE.DKNQ 63
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPHTPV.KETNLQAEVVAISKDSS.......TEKDVKKEE 64
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPV.KETNLQAEVVAVSKDSV.......SEKEVKKEE 64
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPV.KETNLQAEVAAVSKDSS.......TEKEVKKEE 64
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPV.KETNLQAEVAAVSKDLV.......SEKEVNKEE 64
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPV.KETNLQAEVAAVSKDLV.......SEKEVNKEE 64
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYKI.IVICTGLGLLVGGFFLLKPAPQTPV.KETNLQAEVAAVSKDLV.......SEKEVNKEE 64
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NTDB id 20 SA RS08005 WP 001802022.1 GDNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQI... 151
NTDB id 300 STER RS07485 WP 011681496.1 EGSEKVKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGT 153
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSES.TDS 139
NTDB id 1152598 NBW44 RS04165 WP 250307320.1 KEEAVEQDLITVDVKGAVKSPGIYDLPVGSRINDAVQKAGGLTDNADSKSINLAQRISDEALLYVPTKEEATSQE...AH 140
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TGS 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AGP 143
NTDB id 153 SP RS04730 WP 000387344.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGS 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL 143
NTDB id 222 SPD RS04535 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL 143
NTDB id 188 SPR RS04295 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL 143
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NTDB id 20 SA RS08005 WP 001802022.1 .EVNSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 300 STER RS07485 WP 011681496.1 GQV.SDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 595 KW2 RS08725 WP 021037687.1 PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 1152598 NBW44 RS04165 WP 250307320.1 SNA......SNTKENKKVNLNKASLEELKQVKGLGAKRAQDIIDHRESNGKFKSVDELKKVSGIGAKTIEKLKEYVTVD 213
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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