
logo MS
V
D
L
N
QRNTEHI

L
E
NEKYTWDLSTTI FATDAQADWEETELYAELSLTSVKQDLTKEKASSANFYAEGHRLLDESAAKNSLLEGAITELYLMDSLMNRRLEKI

LYVYAHSMKND
NTDB id 1152591 NBW44 RS02685 WP 250307104.1 MVLQRNEINEKYTWDLSTIFATDQAWEEELALLSKDTKESSNFEGRLLESAASLLEITELYLDLNRRLEKLYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! ** !!!!!!!*!!!!!! !! ! ! ! ! * !*!!*!! !! !!!!* ! !!!!!*!!!!*!!!!

logo QDTRTVAGKLYQEYQYAKAMSNTLYSQLDSEQAVFASFYFYEPEFMAKI
L
D
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D
E
E
K
K
Q
L
Y
A
H
A
EFKLEAQEPGKLGQI

LYDKHFYFENRTLLAQNKDHVLSQEHAEEELLAAGA
NTDB id 1152591 NBW44 RS02685 WP 250307104.1 QDTRVAKYQEYYAKAMTLYSQLDQVFSFYEPEFMKITEEQYHAFLEAEPKLQIYKHFFNTLLQNKDHVLSQHEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! !* !!!! !!! !!!!! ! **!!!!! * * * ! ! !! ! *! !*! !! !!!!!!!!* !!!!!*!

logo GDE I FGNGSAPSTDETFANI
VLDNADI LTFPW

YVLSDDGEQGDNEVVEQLSTHGNTFYI
S
R
TLMESKDNRDE I

VRKRGAYEALMYGSTYEKQFQHTYAKQTLQGTNVVKVHQ
NTDB id 1152591 NBW44 RS02685 WP 250307104.1 GEIFGSASETFAILDNADITFPYVLDDEGNEVQLSHGTYSRLMESKNREVRRGAYEALYSTYKQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ***!! *!!!!!! !!*! ! ! ! !*!! * !!!!! !**!*!!!!!*! !! !!!!!!! !!! !!!*

logo NYQRAKVRHNYNQSARHQAALAANF IVPESVYDNSLLVESASVNRKHLPLLHQRYLDLRKSKI
VLGI

L
D
P
D
ELKMYDVYTPLSESTVETYASFLTYEPEASLK

NTDB id 1152591 NBW44 RS02685 WP 250307104.1 NYRAKVRNYQSARQAALAANFVPESVYDNLVSAVRKHLPLLQRYLDLRSKILGIPDLKMYDVYTPLSSVEYSFTYPEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !!!!*!*!!!*!!!!!!!*!!!!!! !* ! !!!!!!*!!!!!! !*!!***!!!!!!!!!!! ! !!*! !!

logo KAEEAVLAI
V
F
LGDEDEYLSKTGRVHKARAFSTERWIDVHYEPNKQGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLFTLVHETGHSLMHSSTFYTREQT

NTDB id 1152591 NBW44 RS02685 WP 250307104.1 KAEEALAVLGDDYLTRVKRAFSERWIDVYENQGKRSGAYSGGSYDTNAFMLLNWQDNLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!! !!* !**! !* !!*!!!!!!**! !!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEKTLLDKEVEKDDAKTRFAI LNHNFYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGEQI
VLTASDEF

NTDB id 1152591 NBW44 RS02685 WP 250307104.1 QPYVYGDYSIFLAEIASTTNENILTEKLLDEVEDDATRFAILNNFLDGFRGTVFRQTQFAEFEHAIHQADQNGEVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!!!!**!!!!*!!!!!!!!!!!!!!!!! !! ! *!! *!

logo

L
MNEKLYADLNEKTYYGNLKAKEDNPYE IQFYEWAER IPHFYMYNYYVYQYASTGFAAASAYLAEKIVHGSTEQEDKRDEARYI

L
D
TYLKAGKSSDYPL

NTDB id 1152591 NBW44 RS02685 WP 250307104.1 LNELYADLNETYYGLKKEDNPEIQYEWARIPHFYYNYYVYQYSTGFAAASALAEKIVHGSQEDRDRYIDYLKAGKSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!! !! !! !!!*!!!*!! !!!!!! !!!!!!! !!!!!!! !!!!!!!!* !!** !* !!!!! !!!!!



logo

E
NVI

M
K
RKAGVDMETKNETDYLDNADAFAKVFEDRRLNVEFLEALVEKGLEVHLALS

NTDB id 1152591 NBW44 RS02685 WP 250307104.1 NVMRKAGVDMEKEDYLNDAFAVFERRLNEFEALVEKLELA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !**!!!!!! !!! !! !!! !! ! !!!!!! * *

X non conserved
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X ≥ 50% conserved


