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MINKKTRQEILIGLL JJLLLSEIGSYYIKQMNS Iy PINTIH IMQKEQ

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIYV|
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFTIYV|

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFTIYV|

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV
P DD s DL ks DD D s DD ) T NET I I

ALK VNNV G 0 VARLLTRANANE 5

NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH

NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
P b bbb b e bbb e b e e DO e DL bbb b LN

AL AR YRR

LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDONKRVRYRVTLYYASNEDLVPSASQIE
LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE

LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDOQNKRVRYRVTLYYASNEDLVPSASQIE

LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
N e I

AL ILCLORT T,

AKSSDGELEFNV VPNVQKG QLDYRTGSVTV TS 275
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQP 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQR 274

AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQR 274
N

X non conserved
B similar
>50% conserved
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