
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFYRKQKFKRLQNTLMAAFLALS I IPLTIT
NTDB id 1152352 OC536 RS11365 WP 032477235.1 ................................................MFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVS I EAAREHAQ
NTDB id 1152352 OC536 RS11365 WP 032477235.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDI LLVDIDGNVVYS IYKYDNFGTNLLTGKYQ
NTDB id 1152352 OC536 RS11365 WP 032477235.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTNLGHTFKRLEQTVNEQRKTNEDFTPVVI SDFVQEDGKQYAWLGAP I IQQGYLHSYAMFRLPSNAITKL IAEGSSNPSM
NTDB id 1152352 OC536 RS11365 WP 032477235.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QTI LVGQDHRSRTLTSAE IAVEKSKAVVDLALSGKRAVGTYTNTDGSEQI IAAYAP INLKNIHWALVVELPEKEAFARVRQ
NTDB id 1152352 OC536 RS11365 WP 032477235.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDSEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEKLFVFAMLTAIVLVVIASHYLSNF ITSPLLKLTWAAERVSAGDLDEAMINTERKDE IGRLAVSFERMQRS IREKI SL I
NTDB id 1152352 OC536 RS11365 WP 032477235.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KSQNKELESNLL I IRKQNDELQLANKLKDEFLATTSHELRTPLHGMIG IAEAL I SGANGP I SAAHKYQLDI I I SSGQRLA
NTDB id 1152352 OC536 RS11365 WP 032477235.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLR I INQVSEQPVWVSADPQRLEQVLYNL IGNAIKY
NTDB id 1152352 OC536 RS11365 WP 032477235.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SATYIDDKVRVQVVDTGQGIPAEQLEHI FEPL IQAGHDASRYRQGAGLGLS I SRQL I ELMHGTLYVSSQPMV
NTDB id 1152352 OC536 RS11365 WP 032477235.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GTTFSFTLPLASEEE IATQARLTELPHFQAPEVLDSTELPSEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ
NTDB id 1152352 OC536 RS11365 WP 032477235.1 GTTFSFTLPLASEEEITQARLTELPHFQAPEVLDTELSEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELP I IMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA
NTDB id 1152352 OC536 RS11365 WP 032477235.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AR IVAHLTASKAELRR I ENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAI LCVKEGNKVRFANEAAARLFRRTPEQ
NTDB id 1152352 OC536 RS11365 WP 032477235.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKRSNAEEL IAPKFLNI EQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYI FNVGGSVNAAR IHNLETAVEALSSY
NTDB id 1152352 OC536 RS11365 WP 032477235.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ
NTDB id 1152352 OC536 RS11365 WP 032477235.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSLDYI LEHCKEAGPERTHI EMQRDKLQKLLTSE
NTDB id 1152352 OC536 RS11365 WP 032477235.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


