logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

ALY UL PVLALKD OIPPL GECR VL) I YDA

MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP

MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP
N

VA LT L LT [ DEROE RN

QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ

QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ
PELL e rrrrrrrrrrrrrrrrnt

ORISR ALATN LR NS o ALEARRELLT IR DI L

LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR

LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR
PELr e rrrrrrrrrrrrrrrrnd

SV ETEEY | LIS TRNLEMIEL LI VUKD TR LD

IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ

IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ
Pttt e rrrr et rrrr e rrrnnd

A0 TP KLIED LA LR L O e IR

FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVII@QEH WIATEKGLVRYNL
FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIBQEH WIATEKGLVRYNL
Prrr e rrrrrrrrrrrrrrrnd

RPALULLTARRURL DR YRR e WS RITLLALV

SRRSIDTPNLPLPLLQTAIQHLSLDIADGNLWGIASDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE|

SRRSIDTPNLPLPLLQTAIQHLSLDEDGNLWGESDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE|

(O T T A A R A A A R A |

[ T B B B B A A B e e N e N N N

ALLERRORSHY AR o L SYRARM ATVEL IR L R LT

HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK
HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK
PLL e rrrrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

logo

NTDB id 1152339 0C536 RS04240
NTDB id 1151 GTF74 RS04205 WP
consensus

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

WP 032476418.

001911421.1

L LSO A eSSV ARL AT

GISYYRNQELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTKL
GISYYRNQELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTKL
N

R SEAY R A SN EAUR GED AL ALK TR ALY

LGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD

LGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD
N e

Y OALVNTLLLAL R AR RS L |

FEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG

FEVLQPWYMTSTALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG
PErr e e e rrrrrrrrrrrrrrrrrret

NLDUDRULSTARR e e R SR EALAS R

NVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTYS

NVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTYS
Pt et rrr et et rrrr et

EAFERELINLTRL TR CLEIWAVES & QLR VLY SVLEE VT

GEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQONIDKTMVTLSGSSYPLEELVERS

GEPRFVEVRQFNLDVLENAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNIDKTMVTLSGSSYPLEELVMRS
Prrr e e rrrrrrrrrrrrrrrrrrrn ]

VLA L LT e G IR YR T ALY

GGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALYVS

GGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALYVS
PLLE b bbb e bbb e et

AN ARG 0 A

ERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN
ERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGEFNDPSYFSQRFKHHFGLSPSQFIEDQEN
PELL e rrrrrrrrrrrrrrrrrrd

1114
1114

640
640

720
720

800
800

880
880

960
960

1040
1040



(> S

non conserved
similar
>50% conserved



