
logo MQKGFMTLLVELML IAGLAF I ILS ILALLMNFLALVPLTWKQQTDSSPQKQNTI LAQKEQHQKRLYALFLRQIQARAVENSSDE I
VWFL ILAINSRDNLASGTKQQRWCLTAQ

NTDB id 1151832 LQ983 RS08130 WP 230622294.1 MQKGFTLLEMLIALFILSLLLMLALPTWQQSSQQNILQKEQQKLYAFLRQIQARVENSSDIWFLIASRDLSGKRWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !!!! !!*!*!!*! !*!* ! !*! ! !* !! !!!**!! !!!!!!!! !!!!**!!!* ! ! !!!!!!
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NTDB id 1151832 LQ983 RS08130 WP 230622294.1 IKNHHLCDCLSPRGCPQHVSAHFYYPAFSDT.MLISKRYYPLELTRLSGIRNTASTACFVLQANHQRTLFSFFNVGSLKL 159
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus *!!** !!!! ! !! *! !!!!!! !* *!* !** !! !*!! !!!!! ! !!*!!! * !!!! !!!!!!***

logo KDTNQFSDLSACNVNDEE
NTDB id 1151832 LQ983 RS08130 WP 230622294.1 KDNQSLSACVNDEE 173
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN.... 170
consensus ! !! !!! ****
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