
logo

MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR

NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA

NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM

NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDAL IGRPVQLMLTRPRDI ERL I EQFYPQRGRLGEQLVQEGTLSRDQL

NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

REAL
M
A
Q
S
L
V
A
A
F
L
Q

A
H
T
E
R
T
P
S
E
G
Y
P
R
K
M
H
V
F
L
K
Q
S
T
P
G
N
I
F
L
F
I
V
G
S

A
E
Q
R
T

L
I
R
V

I
L
T
R
V
L
E
Q
K
L
A
E
E
K
G
F
H
I
Y
L
A
I
V
L
D
N
T
S
K
P
F
A
A
D
Q
S
T

E
K
N
T
Q
A
V
M
E
D
I
E
Q
A
E
Q
T
S
V
A
L
H
I
V
L
D
K
Q
T
E
A
L
K
Q
Q
A
V
A
N
S
K
K
R
V
A
A
E
F
G
S
K
G
G
T
Q
I
R
D
S
I
T
V
L
M
E
L
M
T
V
P

A
D
P
Q
S
E

H
T
A
Y
I
P
A
L
I
M
V
L
D
K
Q
L
E
S

E
L
Q
R
H
N
S

F
K
S
V
G
H
K
S
F
I

I
F
L
H
Q
T
S
H
Y
A
S
T
P

H
L
T
Y
E
S
Q

I
L
M
Q
S
T
R
E

C
I
V
L
E
V
T
A
L
N
Q
R
A
E
I
Q
S
H
T

A
I
L
A
S
H
L
Q
A
S

N
Q
V
E
I

L
F
A
G
V
Y
E
L
E
K
S
Q
P
C
E
F
L
M
T
Y
N
Q

E
F
P
T
G
L

R
S
E
D
E
P
V
I
L
D
G
I
N
S
F
D
R
C
T
V
Q

F
N
Y
I
P
T
E
S
D
T
V
Y
P

NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPP 400
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .................................................MSQ....YTICEQ........QTERIFDISP 19
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 .............................................MQHPMER....HYSVVN........QQGEEFCITP 23
NTDB id 1366 NTHI RS01950 WP 011271972.1 ............................................MTSYALLH....TQRVTA........QNGEIFTISP 24
NTDB id 1355 HI 0298 AAC21962.1 ............................................MTSYALLH....TQRVTA........KNGEVFTISP 24
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDY 69
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEY 69
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEY 69
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDV 77
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDT 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDP 77
consensus * * * * ** * * ** ** **

logo

E
G
S
D
A
N
P
Q
R
T
S
L
F
K
I
L
W
Q
V
E
L
P
C

A
V
K
Q
R

L
T
D
Q
N
C
K
M
Q
L
E
I
V
G
Q

E
N
P
D
L
Q

K
E
R
Q

A
D
Q
T
E
S
K

A
T
L
A
L
I
K
Q
R
T
L
K
RHYADVFLNRMVIAMVLP I

V
L
A
F
H
I
N
Q
R
V
K

H
K
L
Q
S
R
E
D
E
Q
R
T

A
E
P
S
N
G
T
H
Q
S
N
I
K
L
N
S
V
R
TL IVLYWVLGALMTVKASDNSDELPNRSTKLNVIQLFTAESQSAI

M
L
E
C

K
D
E
I
A
E
D
T

L
F
I
K
Q
S
A
R
L
F
H
L
M
N
A
I

S
T
H
K
GKLEHKLNPQTIVHLEALPAIV I

V
L
I
M
A
L
V

P
A
D
E
E
T
F
H
S

K
H
S
D
R

A
D
L
Q
E
K

I
L
I
Q
T
E
S
K
K
S
T
Y
E
R
A

V
A
L
I
L
D
E
G
N
S
Q
R

A
D
E
N
Q
R
Y
H
L
L
S
F
T
Y

A
K
T
V
P
G

A
H
N
S
R
E
K
E
Q
S

E
G
I
K
Q
S
T
L
M

F
G
H
P
V
Q
S

G
H
I
E
F
Q
V

A
D
G
K
N
Y
E
A
F
K
L

D
N
S
D
E
K
Q
T
G

NTDB id 1306 DR RS10060 WP 027479822.1 DPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGKEILPAVMAEKDIIRLIERYFGEKGFEKLNK 480
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNALSPEQQPIY... 96
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 ELWLRNQQQQTALLRYLALPLKEDAQTLWLGLDSLTNLAACETFSFLSGKHIEPVLLPSHLLKSALQDLTKSEKVEE... 100
NTDB id 1366 NTHI RS01950 WP 011271972.1 DLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPHQMQVE... 101
NTDB id 1355 HI 0298 AAC21962.1 DLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPNQMQVE... 101
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQ 149
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSG 149
NTDB id 1293 VP RS12240 WP 005479695.1 ASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSG 149
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSE 157
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFND 157
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDT 157
consensus *** ** ** **!* ** !**** ***** * * *** *** ******* * ** ** *



logo

G
Y
L
E
V
KEDI ENSFGLQEDLEGELEDAGISNVENRSELQALPSVELKDGILNPVFADHKPSGYADFSEQTAQHTDDEQESVDIL IEDQQSDNEAQEITAPQDHEAELTFDKPQTESLLVSQAGKNTEQI

L
D
N
D
E
D
A
E
S

A
PVI SIVKQRQVFLYVLIDNNSKQVLI IFLKRIELEFNSDCAATILVALQRMQKDKSNGASDLIHI

L
FETPQRTLYKAEEQRNDKAEGKMSQVFLYI

K
Q
R
I
VRFLYRQVCIDGAIVLVHIQRQVLPEVYTIQEKNPAQNLSTQFLIPASP

NTDB id 1306 DR RS10060 WP 027479822.1 E.........LAER..NKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFP 549
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ............EESELAF..VEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLS 162
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 ............NQPLFYSTELQEQPDTQQIDEPIIQQLNQIFENATQKKASDIHLEPQAEGLQVRFRIDGVLQVQEQIS 168
NTDB id 1366 NTHI RS01950 WP 011271972.1 ............EQVKFYQHQ..ETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLIS 167
NTDB id 1355 HI 0298 AAC21962.1 ............EQVKFYQHQ..ETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLIS 167
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GKEISQD..ELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPA 227
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LKEINQD..ELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPP 227
NTDB id 1293 VP RS12240 WP 005479695.1 LKEINQE..ELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPP 227
NTDB id 1251 GCO85 RS07725 WP 011946523.1 YVEDSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPP 236
NTDB id 1058 ABD1 RS01615 WP 001274986.1 E...EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPP 231
NTDB id 1018 ACIAD RS01685 WP 004920473.1 E...ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPP 231
consensus * * ** * ** ** **************** !!!*!*!*** ***!*!*!!*! **

logo

A
I
N
R
L
S
K

G
I
S
H
Q

A
F
L
S
A
Q
T
S
R
N
Q
RI
L
M
T
S
A
I
A
SR I

LKVILMLGASHNQKMLDIASELTKNRR I
Q
V
LPQDGGQRVFIRSQKMFLRTKI

K
M
L
T
A
G
N
T
S

L
R
Q
F
K

A
D
S
I
R
K
T
D
D
T
I
A
L
IDLMFRLVNSSTCLAPTI

Q
S
V
H
L
A
Y
W
FGEKVALIVMLRVAILQLKQDKPNSGRAKSAPSNTVAAIKNQEMSFPLESGDLFIALNESDQAEKLGFMYENSTDPEDEVYNSQNQRYQKTAQ

NTDB id 1306 DR RS10060 WP 027479822.1 KGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG.SIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYA 628
NTDB id 1384 A4U84 RS08525 WP 010787006.1 IQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQT 242
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 RSLANRLISRLKLLAKLDISETRLPQDGRFQFKTTFSDILDFRLSTLATQFGEKAVLRLQQNRPVQLEFSELGMTESQQQ 248
NTDB id 1366 NTHI RS01950 WP 011271972.1 KIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQ 247
NTDB id 1355 HI 0298 AAC21962.1 KIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQ 247
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQ 307
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQ 307
NTDB id 1293 VP RS12240 WP 005479695.1 NHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQ 307
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ASLSSRITARIKVMSNLDISERRIPQDGGFKMKISKSRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRT 316
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKA 311
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSKSKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKA 311
consensus ** ** *!*!*****!!*!*!*!!!!******* * *!*!*****!**!!!*!*!*** * **** !!*** ***

logo

N
R
T
A
L
L
Y
F
R
T
M
Q
L
D
H
K
N
R
E
I
S
V
A
I
L
D
E
N
Q
K
R
S

K
Q
RPNQGI

L
M
F
V
L
I L IMVTGPTGSGKSTFIVTSCLFYSTTAGLKRSQNRWYI ILANQKTI

M
S
E
P
H
Q
S
D
E
A
S
V
I
K
H
N
T
I
L
T
M
STI

AEDP I
VEYIKQYENI

V
L
E
S
D
PGLVIVINQTSVNQI

V
Q
N
R
N
P
P
Q
S
K
A
T
V
I
Q
G
M
F
L
G
D
TFNSAGQAERLALKRATSFLRQDP

NTDB id 1306 DR RS10060 WP 027479822.1 RYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDP 708
NTDB id 1384 A4U84 RS08525 WP 010787006.1 TLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDP 322
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 LFRHALSQPQGLVLVTGPTGSGKSISLYTALQYLNTPEKHIMTAEDPIEIQLPGIIQTQVNNPIGLDFSRLLRTFLRQDP 328
NTDB id 1366 NTHI RS01950 WP 011271972.1 AFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDP 327
NTDB id 1355 HI 0298 AAC21962.1 AFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDP 327
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1293 VP RS12240 WP 005479695.1 LYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDP 396
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDP 391
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDP 391
consensus *** ** *!*!**!*!!!!!!!!*******!******* ***!*!!!*!* * !**!********* !* *!**!!!!!!



logo DVIVI FML
VGE IRDQELDESTAAMRKEMIAVLI ERKASALQTGHMLVMLASTLHTNNDSALIPAGSEATLIVENISTRLAELVRSQEQNLMGVIAPEQENPRTQSHYFENLIDEKQSAATNSASVLMTNSLGL IVLIAQRLVARRKI

R
V
LCNQKPSEHYQKCRGKARIQGAVNPAIRTVQDNREAHQDPDFINSTV

NTDB id 1306 DR RS10060 WP 027479822.1 DIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNAD 788
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGV.... 398
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 DIIMLGEIRDEESAAMALRAAQTGHLVLSTLHTNDAPSAISRLQQLGIQRHEIDSSLLLVIAQRLVRKRCQKCGGN.... 404
NTDB id 1366 NTHI RS01950 WP 011271972.1 DIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGN.... 403
NTDB id 1355 HI 0298 AAC21962.1 DIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGN.... 403
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPS 467
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPN 467
NTDB id 1293 VP RS12240 WP 005479695.1 DVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHT 467
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDF 476
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DI 470
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QV 470
consensus !****!!!!!***!**!**!**!!!*!**!!!!! ! ****!! **!* ******* ***!!!!*!**! !*

logo

T
P
A
K
N
S
V
E

L
R
Q
G
V
S
L
Q
L
I
R
S
H
L

Q
R
E
F
I
M
L
A
GI
F
A
K
S
Q
T

N
T
P
E
A
E
N
Q
R
T

E
D
N
Q
I
L
R
V
A
G
H
Q

A
P
D
E
N
F
I
L

K
Q
R
Y
F

E
I
Q
R
V
L

M
Y
F
A
E
K
Q
R
N
A
G
L
P
I
N
T
A
D
V

H
N
G
F
S
C
D
E
H
L
P
C
N

Q
R
D
ECGYRHTGGSTEHQGYSKRGRMTIVGLVI FHYQECLFVLMAPQRSVHKI

P
R
V
M
W
F

N
Q
D
T
A
D
K
L
T
E
P

S
E
I
L
A
G
R
S
Q
R
K
E
L
T
I
A
L
I
G
I
M
A
Q
S
E
K

R
D
G
R
A
G
P
N
S
I
S
V
A
A
K
L
H
D
K
Q
E
F
L
I
D
H
L
R
A
Q
E

D
P
R
A
Q
K
A
T
V
N
Q
L
D
S
T
G
A
LAG
K
Q
E
I
Y

K
S
T
Y
E
Q
A

E
M
S
T
L
N

D
G
L
M
F
D
E
K
L
R
N
Q
S

D
S
N
T
I
L
F
Q
R
A
M
R
E
Q

NTDB id 1306 DR RS10060 WP 027479822.1 PE.VLRRLGISERDIRGAN..LMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQ 865
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ........................G..CDECY.QGYRGRIGVYQCLSRTA............KKFDKQT.AYLDFSSLRE 438
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 ........................PNHFCDCH.QGYKGRVGVYQFLQPQL............H..HPQG.YEMDFDDLRQ 444
NTDB id 1366 NTHI RS01950 WP 011271972.1 ........................LINSCDCH.QGYRGRIGVYQFLHW.................QQNG.YQTDFENLRE 440
NTDB id 1355 HI 0298 AAC21962.1 ........................LANSCDCH.QGYRGRIGVYQFLHW.................QQND.YQTDFKNLRA 440
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .ALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLA.KANGMQTLQE 540
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .SQLQH.IGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLA.IANGMQTLQM 539
NTDB id 1293 VP RS12240 WP 005479695.1 .VQLQH.LGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLA.IANGMSTLQM 539
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLA.QSEGMLTIFQ 552
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAAS.EKLGFNNLRR 548
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATA.ETLGFNNLRR 548
consensus ** * ** *! !!*!!*!***** * ** * ** * ** ***

logo

D
SAGKILQKEKAILVELMRSKNEQQGTLVITNTDS IEFLARSTVEKQELIVDLENQARVTLAVSYGDQSYEKFESNHLSD

NTDB id 1306 DR RS10060 WP 027479822.1 DGIEKALQGLTTLEEVLAVTAS... 887
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 1151827 LQ983 RS07660 WP 230622239.1 SALEKIRNGTTDLVEIQRVLGQSHD 469
NTDB id 1366 NTHI RS01950 WP 011271972.1 SGLEKVSQGITDEKEIERVLGKNS. 464
NTDB id 1355 HI 0298 AAC21962.1 SGLEKVSQGITDEKEIERVLGKNL. 464
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SGLEKLREGITSFAELQRVLYF... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SGIEKLKQGITSFRELQRVLYF... 561
NTDB id 1293 VP RS12240 WP 005479695.1 SGIEKLKQGITSFSELQRVLYF... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SGIEKVKEGITTIEEVNRVTVD... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SGLKKVMQGVTSLQEVNRVTSE... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SGLKKVMQGVTSLQEINRVTSE... 570
consensus ****!* ***!* !***!*

X non conserved

X similar

X ≥ 50% conserved


