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NTDB id 1386 A4U84 RS02735 WP 005710402.1 MTFAKFFRNLTACSVALWLVACANQTTQVDFNRSEAVKARINLALAYLEQSDFPKAKENIDKALEHDVKDYLPHSVLAYY 80
NTDB id 1151824 LQ983 RS07155 WP 230622174.1 MVHFPFFTRIMPFIFPFLFSACVSQQVSSDFDKQQAAKARVELALGYLQQGDHNQAKANLDRAISYAPDYYLVHAARAYF 80
NTDB id 1358 HI 0366 AAC22024.1 ..MKTISKQLSAVIFPFIFSACVSQSAS.SLNHQTAAKARVELALSYLQQNNPQLAKINLDKALQHDKNYYLVHSALAHY 77
consensus * ******* *******!!**!* * ***** !*!!!**!!!*!!*! * * !! !*!*!* ** *!!*!***!**

logo YQQTQGQDI
N
V

E
I
Q

K
N
QAFEEQREAYELQI

Q
TAI

L
V

N
KLDNSHKTKQSKNNQVRQPGDVFHLNNYFGTFLCKLSQGKLKYFDESAKQAQYEQQFHEKLTALKNTASQEPANYYHNRQTADTFLYENLIVALCALNY

NTDB id 1386 A4U84 RS02735 WP 005710402.1 YQQTGDNQKAEEAYQQALKLSKTQSKNNQVRPDVLNNYGTFLCKQKLFDKAYQQFETALTSQEAYYNQADTLENIALCAN 160
NTDB id 1151824 LQ983 RS07155 WP 230622174.1 YQQQGDVIQAEQAYLTAIKLDKK.......QGDVFNNFGTFLCLQGKYSAAYEQFHKALKA.PNYYRQTDTYENLALCAL 152
NTDB id 1358 HI 0366 AAC22024.1 YQQQGQIENAFREYEIAVNLNHK.......QGDVHNNFGTFLCSQKKFEQAQQQFELALNS.PNYYHQADTFENIVLCAY 149
consensus !!!*!** *!* *! !**! ** **!! !!*!!!!! !**** !**!!* !! * **!! !*!!*!!**!!!

logo

M
S
K
A
Q
K
K
D
I
L
M

D
E
T

I
K
V

Q
Y
K
Q
E
Q
T

A
N
TLELS IKQLREQKMIEDGKSEKSRAKERKFLANYLNSFLRAKMEKIR

NTDB id 1386 A4U84 RS02735 WP 005710402.1 MKKDIEKQKTALSQLEKIDKSRAERLYNFMEIR 193
NTDB id 1151824 LQ983 RS07155 WP 230622174.1 SAKDLTVYQENLLILEKMESERAKKLALRAK.. 183
NTDB id 1358 HI 0366 AAC22024.1 SAQKMDIYQQTLEKLRQIDGKRAEKFNSLK... 179
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